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ABSTRACT: Objective To study the microbial contamination in 221 batches of pasteurized milk from Kunming
fresh milk bar, and identify and analyze the community structure of the contaminated strains. Methods According
to the inspection methods specified by national standards, the total number of colonies, coliform bacteria,
Saphylococcus aureus, and Salmonella in pasteurized milk were detected and analyzed. The isolated strains were
identified and analyzed using the VITEK 2 Compact fully automatic biochemical identification system and
RiboPrinter fully automatic microbial gene fingerprint identification system. Results Seven batches of unqualified
products were detected, including 1 batch with unqualified total bacterial count, 6 batches with unqualified coliforms,
and 1 batch with unqualified Saphylococcus aureus. The 71 strains of bacteria, including 44 strains from 18 bacterial
genera, were isolated and identified from the total number of bacterial colonies and Escherichia coli plates of all

positive samples. The dominant bacterial groups were Saphylococcus and Bacillus, accounting for 28.2% (20/71) and
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21.1% (15/71), respectively. Conclusion There are different degrees of microbial contamination in pasteurized

milk, and the hygienic supervision of the processing of fresh milk bar in Kunming should be strengthened.

KEY WORDS: fresh milk bar; pasteurized milk; microbial contamination; identification analysis; community

composition
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Fig.2 Detection results of coliform bacteria in pasteurized milk
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