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Advancements in research on the degradation of resistant starch by
gut microbiome
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ABSTRACT: The complex relationship between resistant starch (RS) and the gut microbiome is a dynamic frontier
in nutrition science. In this paper, based on the research progress of resistant starch at home and abroad, summarized
the classification, structure, anti-digestion principle and digestion characteristics of RS, focusing on the interaction
between RS and intestinal microbiome, and discussed the mechanism of primary degraders and some secondary
degraders in the fermentation process of RS, as well as the role of cross-degraders in the process. In addition, this
paper focused on how RS fermentation promotes the production of beneficial volatile fatty acids (VFAs), such as
butyric acid, acetic acid, and propionic acid. These VFAs had been widely recognized as important factors in
maintaining the integrity of the intestinal barrier, regulating inflammatory responses, and possibly affecting overall
health. By integrating these insights, this paper highlighted the importance of RS in harnessing the gut microbiome to
potentially impact human health, so as to provide a theoretical basis for incorporating resistant starch into the diet to
achieve maximum health benefits.
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Table 1 Types, food sources and principles of anti-digestives of RS
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Table 2 Examples showing the specific interactions between different RS structures with gut microbiome
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Table 3 Types and digestive characteristics of common
starch-degrading bacteria
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