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Research progress on fermentation technology, strains and functional
activities of kombucha
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ABSTRACT: Kombucha, a traditional fermented beverage, is produced through the fermentation of a tea-sugar
solution by a consortium of primarily acetic bacteria, lactic acid bacteria, and yeast. It has garnered immense
popularity among consumers due to the presence of probiotics, nutrients, and a plethora of functional bioactive
compounds in its fermented liquid. Currently, research and applications of kombucha have significantly escalated on
a global scale, with North America being the primary market, characterized by a diverse range of products. In
contrast, China’s kombucha offerings are relatively scarce and limited in variety compared to foreign markets.
Nevertheless, amidst the escalating consumer demand for health-conscious foods, kombucha, as a beverage endowed
with multifarious health benefits, holds immense potential for market expansion in China. Based on a thorough
review of the literature, this paper provided a systematic overview of kombucha’s fermentation processes, microbial
strains involved, nutrient composition, functional properties, as well as advancements in new product development
and applications, both domestically and internationally. Furthermore, it summarized the current research challenges
and anticipates future research directions, aiming to provide a theoretical foundation that can facilitate the
development and commercialization of novel kombucha products within the Chinese industry.
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Fig.1 Fermentation process of kombucha
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Fig.2 Metabolic processes of acetic acid bacteria, lactic acid bacteria
and yeasts during fermentation of kombucha (adapted
from references!'*)
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Table 1 Microorganisms in kombucha
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