H15% 5513 B 22 4 T iR o 4 Vol. 15 No. 13
2024 47 H Journal of Food Safety and Quality Jul., 2024

DOI: 10.19812/j.cnki.jfsq11-5956/t5.20240403005

ZH FEORAEE R PR EEP ) b R 5830 Je

IRF AR F AN, LEF & wm M aEsE
& S M T S A
(1. WHE Tl RS A Rl S e TR B, I 430064; 2. 1464 £l Bl = B e = ioin T S5 A% 4 55 R WF5T T,
LAV ARFS FBA T SR BE IR B AR B SRR, A des TR PO, BRI 430064; 3. AEH L K246 b
Bl AR =B, RIC 430070; 4. 30 E b A BRAS FlI 0 B = b B AR 7S B, B 441300)

B E: SHRRIG OREFHOR ORI FE KN O T B B 4™ Ml 6 19 55 4 J3 A 3 AN T sl A T AR K,
it 1 B T8 1 BRI, 20 8 X Tl o 0 A A T o TR, it s X A B R 4 o I 2 AR ML k20
JRIVRIIT 2 5 M 1 280 14 R R PR B AR X (8 B B P R DI - as Ao B 2 A B 200 L 2, MR
AT A2 0 2 R REAERE AT TSR 20 A aitl . A0aes . MRS R o1 B AR W o i
AL, W B TRR IR 4528 RO g R YRR IN 2k | s e Al | AQBHA B i B W (R e A5 2 0,
AR B RER 5 25 AU S 1807 | B A FOB LA o ASSCHE G BRI 1 I ARk 2RI A HOR (e e 4l
S HE AL AL 2 A A W A 2 )7 B T R R i DR A6 D5 TG A9 10 PR e, 0 FSCR BEA T T 0 H B , JF
XAHSCOF SR AT e B, DU IR S5 PR EE T AR BES 28, TR IR | SR | Ry . IRA ) 12
P PREE TR T T8 R

R B, GREE RS ReoRdler; U, YA

Research progress in the application of multi omics in postharvest
preservation of edible mushrooms

WANG Fei-Yu'?, LIU Ya-Ni’, LI Ran®”, SHI De-Fang™*’, GAO Hong™*, FAN Xiu-Zhi*",

YIN Chao-Min>*, YU Wei**, ZHANG Yu'"

(1. College of Life Science and Health Engineering, Hubei University of Technology, Wuhan 430064, China; 2. Institute of
Agro-products Processing and Nuclear Agricultural Technology, Hubei Academy of Agricultural Sciences, Key Laboratory
of Cold Chain Logistics Technology for Agro-product, the Ministry of Agriculture and Rural Affairs, Hubei Provincial
Engineering Research Center of Under-forest Economy, Wuhan 430064, China; 3. School of Food Science and Technology,
Huazhong Agricultural University, Wuhan 430070, China; 4. Hubei Yuguo Mushroom Industry Co., Ltd., Hubei Shiitake
Industry Technology Research Institute, Suizhou 441300, China)

HEWHE: #Wdua =S & B AR 5 H (2022BBA0024 . 2023BBBI38) . Wi dt & £ A B ol £ R kR & YT 4 V% B H
(20230HBSTX4-09) . b4 Bl 2 B 454 A A+ 5 H (2023-2028)
Fund: Supported by the Hubei Province Key Research and Development Technology Project (2022BBA0024, 2023BBB138), the Hubei Province

Edible Fungi Industry Technology System Special Fund Support Project (20230HBSTX4-09), and the Hubei Academy of Agricultural Sciences
Leading Talent Program Project (2023-2028)

HEBEEE: DY, WL, MRRG, FEMR A E)HRIBE R A K WS . E-mail: shidefang@hbaas.com

gk E, EE, R, M1 T AR . E-mail: yuzhang@mail.hbut.edu.cn
*Corresponding author: SHI De-Feng, PH.D, Researcher, Institute of Agro-Products Processing and Nuclear agricultural Technology,
Hubei Academy of Agricultural Sciences, No.5 Nanhu Avenue, Hongshan District, Wuhan 430064, China. E-mail: shidefang@hbaas.com

ZHANG Yu, Ph.D, Associate Professor, Hubei University of Technology, No.28 Nanli Road, Hongshan District, Wuhan
430064, China. E-mail: yuzhang@mail.hbut.edu.cn



160

B dn 24 R R I A 4R

ABSTRACT: The research and application of post-harvest preservation technologies for mushrooms are crucial in
enhancing the competitiveness of the entire industry chain. In recent years, there has been a significant increase in the
consumption of fresh mushrooms, leading to a growing concern among consumers regarding their quality. Therefore,
improving the scientific understanding of the quality deterioration mechanism of fresh mushrooms and developing precise
and efficient intelligent preservation technology is of great significance in advancing the logistics, storage, transportation of
fresh mushrooms, and fresh food consumption. Currently, multiple omics technologies can analyze the temporal and spatial
variation characteristics of fruiting body tissue, cell structure, organelles, intracellular and extracellular biomacromolecules and
metabolites from different levels, multi-scale and deep dimensions, involving many aspects such as gene expression, protein
change, metabolic regulation, and microbial infection in the process of postharvest senescence and deterioration and of
mushrooms. These omics technologies provide new methods, perspectives, and insights for further exploring the mechanisms of
post-harvest deterioration of mushrooms. This paper examined the recent advancements in various omics technologies
(transcriptomics, proteomics, metabolomics and microbiomics) in the postharvest preservation of mushrooms in recent years,
evaluating the effectiveness of these technologies as well as discussing future research trends to offer insights for further

studies, in order to serve as a reference for postharvest preservation research on mushrooms and spark new ideas for
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investigating innovative, green, cost-effective, and environmentally friendly methods of preserving mushrooms.
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Table 1 Research on transcriptomics in the preservation of edible mushrooms in the past 5 years
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Table 2 Research on proteomics in the preservation of edible mushrooms in the past 5 years
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Table 3 Research on the preservation of edible mushrooms by metabolomics in the past 5 years
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