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Research progress on antibiotic resistance of Gram-negative bacterium in
animal derived food
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ABSTRACT: Multidrug-resistant (MDR) Gram-negative pathogens are facing a situation where no drug is available,
posing an increasingly global public health threat. Livestock and poultry are considered important carriers of
drug-resistant pathogens and are one of the sources of transmission of multidrug-resistant bacteria in animal derived
foods. MDR pathogens can be transmitted to humans through the chain of “farms-slaughterhouses-processing
plants-markets”, posing a serious threat to human health. The high prevalence of MDR strains and the transmission of
resistance genes between different bacterial species contribute to the rapid spread of multidrug resistance
characteristics among different bacteria. The conjugative plasmids of novel resistance genes and conjugative helper

plasmids accelerate the horizontal transfer of resistance genes in foodborne bacteria, further exacerbating the threat of
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MDR pathogens to human health. This article reviewed the molecular epidemiological characteristics and

mechanisms of antibiotic resistance of common Gram-negative bacteria causing contamination in animal-derived

foods, with the aim of providing a theoretical basis for the prevention and control of foodborne drug-resistant

pathogens.
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