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ABSTRACT: Sour bamboo shoot is popular with the public because of their unique flavor and palatable sour taste, rich
in high nutritional value, including 7 kinds of amino acids, dietary fiber, minerals and other active substances needed by
the human body. In addition, the expansion of the snail noodle industry had promoted the rapid development of the

entire sour bamboo shoot industry. During the fermentation process, microbial succession played an important role in
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forming the unique flavor of sour bamboo shoots. This paper briefly discussed the advantages and disadvantages of natural

fermentation and pure fermentation, and the comparison showed that pure fermentation had more advantages. This paper

summarized the structure and changes of main microbial flora, functional microorganisms and flavor components, including

organic acids, amino acids and volatile flavor substances, and summarized metabolic mechanisms of carbohydrate

metabolism, organic acid formation, amino acid formation and volatile flavor substance formation during the fermentation

of bamboo shoots. This review aims to provide a theoretical basis for improving the quality control of sour bamboo shoots

and further promote the efficient development of sour bamboo shoots food industry.
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Table 1 Main fermentation strains in sour bamboo shoots
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MR & R A8 A= MR B (Bradyrhizobium elkanii)
i B T 5 {1 {15 B B (Pseudomonas geniculata)
SRR B AT S ER R (Deinococcus geothermalis)
B A R T R 117 5 W 5 ZR 18 (Leuconostoc mesenteroides) . ¥rig Wl 93 BRI (Leitreum citreum)
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Fig.1 Main metabolic pathways of sour bamboo shoot flavor formation
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