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345, Lh gnrS BAVERIRE AT . RIGHATE 153 W2 R TH A H R0, A 54 W xof i 2 3%
FUK LR, 8858 50 (rahiEEa i R Ry R, BigE . 15K £%F . kuE
Je —FBERE , A 50 (3R IL 162 #RANTR, H P RPMEEIE . MFF W . KA AR i s B
IR, 43518 17.28%. 16.05% . 14.81%7 13.58%. AR R B~ 162 BB 5 Mz ikiE R
RIS AR (A I 240, G e o) D R 2RI B PR L S P T 2 SR R, iR 52.47% 1 51.23%. 7E 3
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transfer of antibiotic resistance genes in foods of animal origin. Methods Salting-out assisted liquid-liquid
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antibiotics in commercial foods of animal origin. Aerobic bacteria were identified from food samples and
antibiotic genes were detected by polymerase chain reaction (PCR). Conjugative experiment was performed by
using gnrS positive isolates as donors and Escherichia coli J53 as recipient to assess effects of antibiotic on
horizontal transfer of antibiotic genes. Results Ciprofloxacin, enrofloxacin, oxytetracycline, chlortetracycline,
sulfadiazine and sulfadimidine were detected in 50 food samples of animal origin. A total of 162 strains of bacteria
were screened from 50 samples, among which, Pseudomons, Enterobacter, Escherichia coli and Citrobacter accounted
for a lager proportion. Drug sensitivity testing results showed that 162 isolates exhibited varying degrees of resistance to
5 kinds of antibiotics tested in this study, with higher resistance to tetracycline and sulfamethoxazole. gnrS (15/162,
9.26%) was the most prevalent among 3 kinds of quinolone resistance genes; sul/l (38/162, 23.46%) was the most
prevalent among 3 kinds of sulfonamide resistance genes; and fetM (28/162, 17.28%) was the most prevalent among
5 kinds of tetracycline resistance genes. When exposed to ciprofloxacin, the conjugation frequency of gnrS from 3 donors
was higher than that in control group. Conclusions There are different degrees of residues of quinolones, sulfonamides
and tetracycline in foods of animal origin. Antibiotic resistance isolates and resistance genes are widely distributed in

foods of animal origin. Antibiotic at sub-inhibitory concentrations can facilitate the transferability of resistance genes.
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oA RAUAT LATR 5 FRIT s Wi, i ml DA E
iR, Hg) N T E SR . FRE AL
AP B A I R T R Rl e E AR
BB AERSE T SRR NI RG aR M PR
B B AR 2. iR R AR, AR
TE RIS A sh LR N R ER, T 5% B B2k 258 2
TP TE AR X A Sl B 1 i 7™ F J 1 5 —
JrTH, PUAERAEE BRG] S
G RE N T N 1 M s =5 N s N D N 2 4
T ML PIAE i o 2 R 25 5L 2 2 AR 2 AR X
Se I GY 45 SR W S W IR B 2 28 U T 2Y BRI T 24 5
FE B FEEE =, 24 BRR AT DL I s A K, it
A TRARASE A 110 T 245 6 R AT A3 2ok S DR K P B8 A% 328 2 LAt
BRRR, AT S0 24 P 7 A T =2 TR A4 DASE BT 8l
PG PE B SR VTR AT 53 o W2, — 2R A &
HIPTAE AR ER, o3 — SO0 AR b Hh i 24 240 B R e 24 22 [
W5 AT . XPARMIR G Z RGN, R ITAL B4
VA EE R IR . BEE SR & e TR R
BE R L E R WG I, T SRR S B S R
R . UL, hnsE xSk B R b AR R AR A
WX E R R e A EEE L, WERH, K
PR AR NPT R T EARE IR BS . i
fifj2 1T

Hal, &Pt 2ok 8 R vk 18k m R
W AH 4 3% 9% (high performance liquid chromatography,
HPLC) 1 i 2% W AH € 33 - B 56 3 33 2% (high  performance

liquid chromatography-tandem mass spectrometry, HPLC-
MS/MS)!' 2, 5 # A H, HPLC-MS/MS ) R iU B i,
P PR B SRR S A AT AL R R 3B R A AL B (solid
phase extraction, SPE). & & 2£ B (liquid-liquid extraction,
LLE) A1 #7 % Bl M 1 26 B (salting-out  assisted liquid-liquid
extraction, SALLE), H:H SALLE &) £k (i A0V & VA Wi
77 A R A 4 5 G TR) I R I E B 434 400 1) BB A B
%, AR RO . AR, HEl, SALLE
LOAERY) . W | PRI P A Rk B A 5 i 73]
I ) % SALLE il bitk, A58 Rl SALLE
XS YIEPE AR A T RTAL L, JF45E HPLC-MS/MS
T il S TR B AR L R 18 AT A RN AR R AR SL SRR L,
X Sl I SR b B T R A T A B A E R B R
PONILEZ N1y 35 B A I VS I 7 R R I )
ORI 2450, JEURAE 1L AR 24 2 R 04 A I 0 B S A A
WU R 25 SE K P AL R R 2, & dh b PiE R
B B DRI, M 00 Ay 4 LS S, TR Bt Sy 2l P s
F R 24 T 4 T B AR i R A

1 RS 7

1.1 #E5IR

SRR 2020 4F 1 A 2 5 A NI REEE FE T AR
AT AR AT AR SE T BB g A 27 0 . 4R 23 1,
FRFEAALT 100 go B HRARE b BTS2 IR TR R K
PR IS3AZ R IR 1 IR e T B S s, (RO R A
RICHME 12-3, TEEPMEE 8-5 Fil [CFF MR AT H
32-4 F A ST N SR L SRR 5 P A B AR A
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FRINTD B (B FE =98%) . BIHTD B (S =99%) . 19
VDL =98%) . ARV (LU =99%) . &£V A (4
B =98%) . TRB VD (A)F =98%) . YD B (4 = 98%) .
itk e W I (2 B = 99%) . T PP i SR i (4l B = 98%) . ik
Jiie R W E (4 BE = 99%) . T fiie — P M I (4 BE = 98%) . Tk
JHe 48— R AR g (21T = 98%) . BB AL IE (41 E =99%) . it
Jiie — AR (Z R = 98%) . T e Y AW (4 = 98%) . DU E
(Bl =98%) , T EH R GE =95%) &5 K (4lF =98%) (3
Sigma A H]); Wl HEE. MGG, igh T 4
R A A BRA FD); LIRHE . WERRE 8. R
Z — [ WU 2 BR — 4M (ethylene diamine tetraacetic acid,
EDTA). Wil . TR (e, iz si kA bR i
WAEBRA R, BEFRBNREEFRI  IOR BN R
Luria-Bertani (LB)K7 56, /KMREEEE FUIREE IR L . B K
B (tryptic soy agar, TSA)EFRHE( RIFIMAWH
RABRAT]); BAHEEE N (polymerase chain reaction,
PCRY MR F (R E AW LREARA R, P59 (E
BRI ARFIRA ).

12 UBE5EF

BA-2S il x5 (R AR B B2 A AT BR A A
N-EVAP-45 % WX (3% [E Organomation /&) ); PL303 Hy, T~
KA-(BE 0.0001 g, Fit: Mettler Toledo 23 7l); MX-S Ji
IR A8 e 24 B SL X FR E3 28 7]); KQ2200 # 75 i
VAR IL T B A AR A IR |D); CHA-S PR #F (VLA %
LA T); CR22G B VR ESL.OHL(H A Hitachi 2 H]);
TSQ Quantum = %% & AH {4 %% - 82 BX %A% (35 [ Thermo
Fisher Scientific 23 w]); ETC811 ¥ 3% (It 5T 4 )
BrAEYRHE A BR A F]); DYCP-32C FLIKAL (b gt s —1%
#%)7); ChemiDoc XRS+EEK 1% 43 # & 45 (35 [E] Bio-Rad
A Hl); Waters Atlantis Cpg 83545 (50 mmx2.1 mm, 1.7 pm,
3 [# Waters A A])o
1.3 WA E
131 AR R &) B

HERA PRI T IS | Bl IS R0 DU BR R TR AR b
10 mg, AW FEAERIFERZE 100 mL, Bl 100 mg/L #Y
R 45 T o AR 5 B AR BT B 50% 10 26 /K T R %,
AC i JSEAS [+ Jo Sk v B2 VR P v AR
132 Hmaras

TR B AR S BRI BT . BRI S g BITUR A
SR E T 50 mL B.04E R, JiA EDTA-2Na-Mcllvaine 2% #hi%
¥ 20 mL, ¥®HE 1 min, ¥&%% 10 min, RSEHIA 5 mL ZJF,
BTIRG 8 FIR%IRS 15 min, FHIMA 1.32 g iM%, i
HERAET 4500 r/min 8.0 5 min, ¥ FE5RER 2 & 08
i, BT A 1 mL S0%ZMEKIER, 12, i30.22 um
YERK, DRI E

133 AR &

il 28 28 FVRR BT W, I LA g V5 700 I ) S o o e
S92, 10, 50, 100, 250 Fl 500 pug/L ()R IR A HFibrifE
B
1.3.4 HPLC-MS/MS #| 44+

(O

a3 Waters Atlantis Cpg (50 mm=2.1 mm, 1.7 um);
FEIR: 35°C; HEAEIATH: 10 pL; 33 0.3 mL/min; JizhAR:
A N 01%FERKE, B HFEE: 4528, & 0.1% T,
PRFR R, BB BRI 25 A I3 1

5
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Table 1 Gradient elution conditions of mobile phase

Bif [11] /min o(A)% @(B)/%
0 95 5
2.0 85 15
5.0 60 40
7.0 5 95
7.1 95 5
9.0 95 5
Q)i A

Mg s i I A IER A,
K X 2R R a2 IR : 100°C, BRI 2.

®2 REFBESRESH

Table 2 Retention time and mass spectrometry parameters

sty (REqutE) EET FET R

- /min (m/z) (m/z) fitim/eV
WRY R 7.63 332 314%,231 19,24
B2 7.71 360 316%,245 20,26
R A 7.52 320 276%,233 24,16
EZE IRU2 7.23 362 318*% 261 18,27
KR E 7.87 352 308*,265 16,22
BV 6.97 370 326%,269 19,25
S N ) 7.39 334 316*%,290 20,18
i e g 1.65 251 156%,108 15,20
it g B S s 3.62 254 156*,108 16,22
it Jrig FPY L s g 2.23 265 156%,172 17,16
il e — PP 2.84 279 156,186 18,16
ik JHe 408 — R A s 438 311 156*%,108 20,24
T Jie it i 2.08 245 156,184 18,17
fififile — 1 44 3.84 311 245*% 156 18,20
Tt e FR 4 3.03 281 156*,126 16,19
B2 3.33 445 410%,427 19,13
+HE 3.29 461 426*,443 20,15
SER 431 479 442% 462 22,19

o RRERE T
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Table 3 Breakpoints of antibiotics against bacteria

F749, LABIBROFERILL DNA B, T FIA0 5 4 ML (g/ml)
27F/1492R #E£T PCR %522, PCR P43 2 Wi i TEAE 9 P @I 1%“%&@ IR IEH'IZEE“
HORATIRA AT DNA FFESIRLI BFE, 0745 A 5 B e ——
GenBank KCHEFEHEAT oM i B RO R, I X bt oy 6 g g X
TR AL SEE . W E 8 16 16
1.3.6 4L B X g PP A 512 512 512 512
R P A5 B A B AR X PRI VD L L AR D UEISS 16 16 16 16

B LOWIID R TR e B I ST D D S 2 S/ N B VA
(minimum inhibitory concentration, MIC), 13 Il R SL 5
ZE R (Clinical and Laboratory Standard Institute, CLSI)#fE
FEMBRERIT 2GS R . BRRTHIA: R 24T s L3R 3.
1.3.7 @23 E 494

AT RS2 PCR 4k s 5 TS | WIS AN
VU E KM LGIEN, 51975 Ly B4 L3k 4, WEiETR
KM 2 R IE TR i — 2L 18 gyrd T parC B, §734779)
ZMY J5 5 GenBank B8 FESFAT RIEME S AT, AR 23X PR
A~k PR s A i 245 2k 52 [X (quinolone  resistance-determining

13.8  Zd7@ RE ok FxTa 2 RSB0 H ok
PURBHAFEIT 2 FE R IATE 12-3, LRI 8-5 F1
3R ICATIE IR I 32-4, 1X 3 MRALIR A5 Ok A M 1
25 3L H gnrS. ZAREE A KIGFFE I53AZ (E AN 2
E)o A3 BRI B A SZ AR TR % 0.5 mL, INA % 4 mL 5
AAVPE(0.06 pg/mL) LB IAEEFRES, HRA TP
% LB WXHRA, 37°CH kil i se . REanlr a2
T ZAMNA50 pg/mLYFFRIPAE0.06 ng/mL)Y TSA -
M i A F I e G F 0T PCR Rl

region, QRDR)Y &AL 5 BB A GHUAR AR E AT 25 58 L &% QRDR 28816 10 .

=4 AMREASY
Table 4 Primers used in this study

FEH 514 (53" SR
168 rRNA 27F AGAGTTTGATCCTGGCTCAG 51
T
1492R GGTTACCTTGTTACGACTT
qnrA-F TCAGCAAGAGGATTTCTCA
gnr4 [26]
qnrA-R GGCAGCACTATTACTCCCA
qnrB-F ATGACGCCATTACTGTATAA
qnrB [26]
qnrB-R GATCGCAATGTGTGAAGTTT
¢ qnrS-F ACCTTCACCGCTTGCACATT 261
nr.
1 qnrS-R CCAGTGCTTCGAGAATCAGT
gyrA-F AGTGTAATTGTTGCCCG .
gyrd EN i
gyrA-R ATATCGCCATCAACCGA
C-F GAACGTGCGCTTCCAGA .
parC par NG
parC-R GTTGCATAACCAGCGGA
y sull-F TCACCGAGGACTCCTTCTTC -
su sull-R CAGTCCGCCTCAGCAATATC
5 sul2-F CCTGTTTCGTCCGACACAGA -
Su.
sul2-R GAAGCGCAGCCGCAATTCAT
5 sul3-F CGAGATTTCACATCGGTTCC -
Su.
sul3-R TTGCTGCTTTAGTTGAGGCT
ot tetA-F GGCCTCAATTTCCTGACG 7]
¢ tetA-R AAGCAGGATGTAGCCTGTGC
- tetB-F GAGACGCAATCGAATTCGG -
(&
tetB-R TTTAGTGGCTATTCTTCCTGCC
o tetC-F CTTGAGAGCCTTCAACCCAG o7
¢ tetC-R ATGGTCGTCATCTACCTGCC
oy tetM-F GTGGACAAAGGTACAACGAG -
e
tetM-R CGGTAAAGTTCGTCACACAC
tetS-F CATAGACAAGCCGTTGACC
tetS [27]

tetS-R ATGTTTTTGGAACGCCAGAG




%520 W FEHALT, % s IRbEE S P b AR AR 2 AN A A S A R i 2 35 TR KA 4R 231
14 HiEkhiE T EN 2R 85.8%~104.1%, AHRTHRIENN 2% (relative

FIFH Excel 2010 ZAEXPiA R 5w X0
T E FREI A T AR AT, AR BN PE BRI G
FE R Excel 2010 A3 HEAE S AR ISR 580 A AR X
e 2 (relative standard deviation, RSD). | Origin 8.0
A X 24 25 DR Ay L R BRI A T AL B T 25 ]

standard deviations, RSDs)} 2.21%~9.24%, & A6 7
EINEARLE, W% B A i i ZK .

=5 I1I8TMERMNEMAERELR
%5 Linear equations and limit of detection of
18 kinds of antibiotics

2 R oz H BR/(ng/kg)
2 GERE5HH EINTRA =S Y=1711X+495 2.0
B =
21 SRR B R s e o
A3 B BRBUGE i Az 2R R YR A S TS HE S W ALk FRIDE Y=232X+64 2.0
ATMRE o DADRTEERS W A T e vk B i AR BR (X)), 8 o 14T [GESUZE Y=961X+78 2.5
A3 TR R DN AR AR (1), 22 B e g 2 0 s [l 01 0 2, RE 5 Y=1087X-129 1.0
18 2 22 OB 2 B ARG R BN F6 5. 25 Rk, HELD Y=s4dx460 Lo
REFIKTF 0.9900, AR E BRaire 5 0 223G S0 i b P L V780160 20
PRI E X, AR FE 4628 FURR S i Gk B2 AR A v e — R e Y=327X-85 20
W MR, LIMEMEEL A 3 e N A vk B AR AG: H B . e 40— Y=257X+110 50
R ER, AW RN T 18 Fbi A R A Tk e Y=560X+62 1.0
FRA 1~5 pg/kg. Tk e — 4 Y=211X+18 2.0
WS g NEPARGYWNE ARG, HFERRINE i P 4o Y=527X+93 2.0
BRREVEW, LURBES IR 5. 10 Rl 50 pe/ke, BATMIA PSR Y=517X+92 50
VA 6 (RVAFINE . B AR B R L S re132x32 50
Fa RN FICERIEIE. 1 6 7T, A4 SRR 2 il
6 FEmINFREEFIHE X R A R E (n=6)
% 6 Recoveries of the spiked standard and relative standard deviation (n=6)
, 5 ng/kg 10 pg/kg 50 pg/kg
o SEBEE/%  RSDs/% FH IR % RSDs/% SEH EIBCR /% RSDs/%

AN 91.8 7.25 93.6 6.78 92.8 6.88

Bt R 97.1 6.57 96.2 5.78 98.2 3.59

iR A 92.1 432 95.8 2.34 94.3 3.09

AR R 88.3 9.24 91.2 5.63 94.3 6.15

KR A 87.9 4.62 92.1 2.56 93.2 2.98

WE VA 90.7 531 97.1 5.10 96.2 4.83

FE b A 88.5 6.72 91.4 5.23 97.5 2.56

ik g e 85.8 6.71 92.1 4.98 98.2 2.89

Tk i FY B S e 90.3 8.12 93.5 6.75 94.3 5.12

ik i P s 90.5 5.23 97.1 5.03 96.4 4.78

it frle — Y e g 86.7 7.12 92.3 3.45 96.5 421

Tk e 40— H 4R e 91.2 6.12 102.4 4.62 104.1 3.75

T e it 92.4 421 96.1 2.35 94.2 3.14

T e — W 4 92.6 4.52 95.8 4.38 102.3 5.63

il i Y 4 90.1 4.89 95.0 3.33 94.3 3.09

IIEZN 95.4 4.52 96.7 2.53 95.3 2.21

THER 98.1 4.92 93.4 2.81 98.7 2.39

SRR 97.5 4.18 95.2 5.36 100.4 3.62
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SR SRR A S AR, SRR, R e
A TE (A A B o B R R o R AR 2R R A
SERBMERRRE . ABFFEAT SALLE $ARIRB S I &
AR R AE R, RIETSSE HPLC-MS/MS AN AR §:
A RMIRE . AJrE KK T AR &, B4E
iy PR 2 B R, AT P S R R AR, AT
SR P Ak B G
22 RN RSEEPMERZENELR

ARHFFEAAGI 27 B35 A e 23 D3R ARESL . 18 Bl
HERPARNE, B R, +8E. &8, Bk
VR Jide — F g g 1 A R R 4.0% (2/50) . 6.0%
(3/50). 10.0% (5/50). 12.0% (6/50). 8.0% (4/50)F1 16.0%
(8/50), YREFFEIEI N 2.11~8.75 pg/kg, HAxhid: WA
o 88 GB 31650—2019 { &b & EFmIE Bhhs
P RER B ) B, T R i b A 3 A AR AT
HApgRPHREYE, B E . +B8%, 5%, ik
Wk I RS fre — F I E RS T BT R 7.4% (2127). 7.4%
@7, 11.1% (3/27). 7.4% (2/27). 7.4% (227)# 18.5%
(527); AW RED R R R SRR T E i e
T R E RS AR I 4.3% (1/23). 8.7% (2/23). 17.4%
(4/23). 8.7% (2/23)F1 13.0% (3/23).

BT YA R W)z B N 2 S i TR
S P Z AR A BRI 2 — ARSI Y 18 Rt
AR HIE TR R | R ISR 2, P e
28R B IR R, G T U T P R R RS
K 3.16%8, S 7 Fhids i 25 259 P AU RN T B2
FEGEV BAERE S R . DR R A OV P e sk ik €3
-ER IR R T 2019—2020 4R R TH B 345 1y shWy IRk
1 A P T AT AR R AR B I TR, &5 R R

Vh R AR VD R A AR P P ARG R 5 11.1%F1 4.2%,

SRR S R
23 IEMRERPHEAENIES5LEE

SYIIEPE R S A K AR R AT RE S R £ R 2
2T R TR 2 S IR AR 43 AR 6500 DR M AR I 5 o SR 5 1 3 40 D
PR AR S R AN B R T B S, R A B R A
Ry 24 DL R T 245 S R A A 1 . 50 A S A 2] 162
BRATBEIRE(R 7). XEESBEHINET 11 A&, HHFH 16
1 (9.88%) M 2= FRBHIE TR, 045 6 MREFIFFFA 10 HRA
EBRDAIE . FEITA AR, RS (28 Bk, 17.28%) . 1
IR (26 #, 16.05%) . KIGH B(24 B, 14.81%)FtFH5 R
FFIRE (22 Bk, 13.58%) 07 i LLBlEER, AL @Itk

24 HEAEER

M 18 BT AR 2 AR A i R v v 2
PUFRREPUE RNV R | R R . AR

ek
BT

ey

?,/I\

FR L S s R DU 3R 25X 5 F 20 A A, i 5 F
oA EAEFR H AN R E K . FER)T, HA Rk
P EE R B R, 2R S FhHTE R 25K R 1
W2 (52.47%) . BRI H OO S OT e (51.23%) . MRV A
(38.89%) . 5 FLID K (30.86%) FI4A I TP B (26.54%)(E 7)o
AHIFFE P 7 3R R T I S 2 R Mg P 35 S e P i 24 2R 35
B 50%, AT HE-S K AT HA: AR FRA L R A R Rl
HH X,

AT 5T X B A 2 % B PH A RE S R0 BA PR RE S AP Al
PRI 25 P R AT 20 B X Ll SR BT 2R o v i 24 1 1 20 A
WHWAE2ZER ., REAHTEHENGUERRESZm
R 2, (R 56 19 3 22 D) A AF DG M B I T8 2 18
TENDENCIA %5 POV fF 55 5 B {68 FF 0 s 82 )t 37 /K 44
DR Y vh 22 51 25 1 19 o5 1L (24%) BT 2 T R Al it
AFZ R HIE(17%), FHART R PUE R IR A 5 a0 it
PRI IE A G T ZHANG 255N e [ 25 5 2144 AR X
3l JSOK PR D TR o B AR K AR BR A A0 B it 2 ¢ 2 )
106 RIEAT A BB, b ok R m A R, M
BRI X L 2 PR — 52 W, R ARER . AR 2R A A I
BTG A TR R R R W 3R A TR T 24 P R AT
o, G5 BOR A RS BORE A R, BAEN h
B 300 BERIAIRA X 14 FpiE ZA R A
T 114 15 24 (8.00%~86.33%), i r £2 T M 24 T Mk 1 46 i
FE Ik 81.75%,

25 ARRERNLE

TE 162 BRAr &k, 1 4RHET gnrd, 4 BRYEH gnrB, 15
PRIEAT gnrS. 60 BRMETETR I 25 TR GyrA WA K 2E 2
Ag, Hod 38 ¥RAY ParC WL A RAS . 3 PR 253
R, sull B9 H 305 5 (38/162, 23.46%); VIR 21 24
R, rerM PR M 26 AR 151(28/162, 17.28%)(&] 1)

£ BT X A I 2 2 ) (A T 2 WL AR 3 A (1)
DNA & iERE 7 Fh 5 4 TV 7Y QRDR 2875 (2)EFhoh
He R G Rk o, (3) UKL T 1Y M 175 B Tiif 24 (plasmid-
mediated quinolone resistance, PMQR)™, &4 HI#F5% K 3,
DNA {2éf§ GyrA WIEAFPFIME IV ParC WIHAY
QRDR % 78 41 5 41 A % W48 15 [l 28 24 ) vy K S T 24, i
PMQR &[5 (1 £ 7 1S RE (5 240 T Xof nde 345 Wi 2 25 490 = A AR P
fit25. PMQR FEF MR L, Hrp gnrd. qnrB F1 gnrS
FEE SRS O B ARBF5E T gnrd . qnrB F gnrS
Bk th, o gneS RS e o IS RIDO R 2282
FEEFEPEHNIAER, AU NSRS &R
51 AR X K T 2 B AR T 24 3 A R, X T RE S I R]
WIZG YRR R o TERR SN UL IR 22T 25 ZL [, sull
I tetM BIAG R, X5 JIANG 227056 P il AR i 1)
Form 8 R — 3.
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Table 7 Antibiotic susceptibility of isolates from foods of animal origin

S s T 24 TR R AR

B ETCAR) DR ARDE TR O T 2 T
JFFwEFH105) 56 36 43 66 67
FrEERRF TR (22) 12 7 10 10 14
AT s (26) 14 6 9 15 16
KIGHF I (24) 12 7 8 20 18
Jits 48 S TR A BRI (15) 8 7 7 6
TIEFHE (14) 8 8 8 9
ERICTRE (4) 2 1 1 4 4
B R (28) 7 7 7 10 12
B B L TR (28) 7 7 7 10 12
SREEFRH13) 0 0 0 4 3
SR (3) 0 0 0 1 0
IR IR (10) 0 0 0 3 3
B2 [CPHME R (16) 0 0 0 3 3
AR (6) 0 0 0 0 0
MR (10) 0 0 0 3 3
&it 63 43 50 83 85
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Fig.1 Detection rates of antibiotic resistance genes
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2% 8 Conjugation frequency of antibiotic resistance genes

— HAHRR MIC/(ug/mL) QRDR %78
TRV EINTRA S BN AR R D AL GyrA ParC
R EAE 12-3
Jili ¢ e 7 1A B 8.17x10°5 5 83x10° 4 8 8 S83L WT
12-3T 0.5 0.5 0.5 WT WT
R T4 8-5 4 16 16 S83L WT
BRI R I 3.21x10° 7.61x10°
8-5T 0.5 0.5 1 WT WT
PR AT IS 32-4 16 32 16 S83L S80I
AT RARAT I 4.53x107° 6.28x10™*
32-4T 1 1 1 WT WT
KIGFF B 153 0.008 0.016 0.016 WT WT
s
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