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characteristics, total viable count, total volatile basic nitrogen (TVB-N) and K value of Micropterus salmoides were
measured to evaluate the quality of Micropterus salmoides during refrigeration, as well as the dominant spoilage
bacteria and their ability to cause spoilage were analyzed. The species of each spoilage bacteria were identified and
analyzed through 16S rRNA sequence analysis. Results The results of quality related indicators such as texture
characteristics, total number of bacterial colonies, TVB-N, and K value showed that the chewiness and adhesiveness
of fish fillets declined slowly; the total number of bacterial colonies gradually increases; TVB-N rapidly increased
after the 7th day; at the 7th day, the K value exceeded 60%, reaching the initial stage of corruption. The selective
culture mediums were used to obtain specific colonies during the decay period of Micropterus salmoides. The genus
and species of the strains were determined by colony morphology observation, 16S rDNA and Gram staining
techniques. The 3 strains of T2, Cl and C2 were selected as suspected dominant spoilage bacteria for storing
Micropterus salmoides slices at 4°C. The 3 strains were identified as Shewanella, Pseudomonas, and Providence
using 16S rDNA. The spoilage ability of these 3 strains were evaluated by TVB-N vyield factor (Yrvg.ncru). The
spoilage ability was Pseudomonas>Shewanella>Providence. Conclusion Pseudomonas is the dominant bacteria for
the spoilage of Micropterus salmoides slices stored at 4°C.
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Fig.1 Results of texture analysis of Micropterus salmoides fillets during storage at 4°C (n=10)
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Fig.2 Changed in total bacterial count of Micropterus salmoide fillets
stored at 4°C (n=3)
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Fig.3 Changes in TVB-N content of Micropterus salmoide fillets
stored at 4°C (n=3)
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Fig.4 Changes in K value of Micropterus salmoide fillets stored at
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