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Applications of foodomics technology based on chromatography-mass
spectrometry in food science research
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ABSTRACT: In recent years, foodomics is a kind of emerging technology that uses the analytical ideas and methods
of genomics, transcriptomics, proteomics and metabolomics to study food science. It is widely applied in the studies
of food nutrition, food safety and food traceability. The combination of chromatography and mass spectrometry
combines the high separation ability of chromatography to complex biological systems with the advantages of high
sensitivity, high resolution and high selectivity of mass spectrometry. It has the characteristics of fast analysis
speed, accurate qualitative and quantitative results, and less sample consumption. It is a powerful detection

technology in foodomics research. This paper summarized the analysis process of foodomics technology based on
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chromatography-mass spectrometry and the applications of this technology in food nutrition quality, food processing

and storage, food traceability and authenticity identification, pesticide residues in food and food allergens, put

forward the development trend and prospect of this technology, aiming to provide theoretical reference for food

science and quality safety research.
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Fig.l Foodomics analysis process
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