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ABSTRACT: The widespread cultivation of genetically modified crops has brought huge economic and social
benefits to human society, effectively alleviating the current situation of grain yield and shortage caused by land
shortage or diseases and pests. As the biosafety of genetically modified food is still uncertain at present, with the
increase of planting area year by year, the detection of genetically modified food plays an increasingly important role
in the safety supervision of genetically modified organisms. Therefore, it is of great significance to establish a simple,
rapid and adaptable genetically modified organisms detection method for the supervision, evaluation and risk
prevention of genetically modified food. This paper summarized the principle, application and research progress of
specific genetically modified organisms detection technologies based on nucleic acid level, protein level and
metabolite level, and briefly summarized relevant detection methods and their applicable scope, and compared the

advantages and disadvantages of different detection technologies, pointed out the ongoing problems of detection
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techniques of genetically modified organisms. This paper prospected the development direction of genetically

modified organisms detection technology in the future, in order to make people have a clear and comprehensive

understanding of the present situation and development trend of genetically modified organisms detection technology.
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