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Research progress on the effects of dietary components and
dietary patterns on gut microbiota
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ABSTRACT: Gut microbiota form a complex microecosystem in the human body, which can significantly affect the
health of the body. Dietary factors can shape the gut microbiota and affect the function of gut microbiota. In the previous
review, the research mainly focused on the correlation between dietary fat, dietary protein, dietary carbohydrate and
high-abundance phylum, ignored the effect of dietary factors such as food additives and functional substances on gut
microbiota, and few studies focused on low-abundance key microbiota. This article reviewed recent studies on the
relationship between diet and gut microbiota, discussed the effects of dietary type, content, dietary rhythm and dietary
patterns formed by their combination on gut microbiota and body health, and summarized the related research on gut
microbiota and body pathological state. This paper explained how diet affects the composition and structure of gut
microbiota through directed feeding from the perspective of state phase, in order to provide ideas for further application

of precision nutritionstrategies regulate gut microbiota and protect body health and gut balance.
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