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ABSTRACT: The interaction of “polyphenols-polysaccharides-intestinal flora” to exert health effects has become a
hotspot and development direction of precision diet intervention strategies and biomedical theoretical basic research.
Both plant polyphenol and polysaccharides have the biological activity of regulating body health. Due to their

structures, physical and chemical properties, the bioavailability of a single component is low, which can not play a
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good role. The complex structures formed by the interaction of polyphenols and polysaccharides can effectively

improve its functional properties, so as to take the health effect and prevent diseases. This paper reviewed the effects

of polyphenol/polysaccharides on the regulation of glycolipid metabolism, the improvement of glycolipid metabolism

by polyphenol/polysaccharides through intestinal microbial pathway, and the glycolipid metabolism regulation

mechanism based on the interaction of polyphenol and polysaccharides through the pathway of gut microbiota. The

previous studies have confirmed that plant polyphenols and polysaccharides have the function of regulating glycolipid

metabolism. However, studies on the interaction between the 2 components and their mechanism are limited. This

review provides references for subsequent studies on their interaction and changes in their functional properties.
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