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ABSTRACT: Objective To isolate and screen out a strain of Lactobacillus with excellent antibacterial activity
from Qula, and analyze its biological characteristics. Methods Tibetan yak Qula was used as separation matrix, and
lactic acid bacteria medium plus 1% calcium carbonate was used as selective identification medium, the strain was

identified by morphological observation, physiological and biochemical tests, identified by 16S rRNA gene sequence.
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The drug resistance of isolated strains was analyzed by drug sensitivity test and antibacterial activity was

investigated by bacteriostatic test. Results The isolated NWMCCO0322 was identified as Lactobacillus brevis,

which was susceptible to amoxicillin, aminobenzylpenicillin, tetracycline, erythromycin, chloramphenicol, amikacin,

sulfamethoxazole, cephalothifen, ceftazidime drugs, and intermediate to amphotericin B. NWMCCO0322 exhibited the

best inhibitory effect on the indicator strain Staphylococcus aureus, with the inhibition zone diameter reaching

(12.0£0.6) mm, followed by Salmonella paratyphi A (11.3£0.3) mm, and Escherichia coli (11.0£0.5) mm.

Conclusion Lactobacillus brevis has antibacterial effect on common strains of food contamination, and has good

application value in food development.
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Table 1 Physiological and biochemical test results of the strain NWMCC0322
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Fig.3 Phylogenetic tree of strain NWMCC0322 based on 16S rRNA sequences
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Table 2 Results of drug sensitivity test for strain NWMCC0322
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Fig.4 Results of hemolysis test of strain NWMCC0322
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