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ABSTRACT: Intestinal microorganisms are the most complex and abundant microbial ecosystem in human body.
Human physiological and metabolic characteristics are affected by the changes of intestinal flora structure at all
times, whether in health or disease. The changes in the composition and structure of intestinal microorganisms will
also affect the health of the host, so intestinal microorganisms are often regarded as the “invisible organ” of the
human body. This paper reviewed the diversity of intestinal microorganisms, the main physiological functions of
intestinal microorganisms, intestinal microbial abnormalities and related diseases, as well as the main factors
affecting intestinal microorganisms, in order to better explain the important role of intestinal flora on human health
and diseases, and provide a theoretical basis for further understanding the relationship between intestinal flora and
human health.
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