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ABSTRACT: Food safety issues caused by food-borne diseases can cause serious harm to human health. Microbial
pathogens are the most important factor causing food-borne diseases. In recent years, food safety incidents caused by
microbial pathogens have occurred frequently at home and abroad. It has received great attention from countries all

over the world. Although the traditional methods of preventing and controlling food-borne pathogenic
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microorganisms in the food industry can ensure the safety of microorganisms, there are problems such as the side

effects of chemical preservatives, the weak antimicrobial activity of natural preservatives, and the use of large-scale

antibiotics to bring about drug resistance. It is extremely urgent to seek new sterilization technology. Phage lyase is a

proteolytic enzyme that is expressed in the late stage of double-stranded DNA phage replication and can lyse the

bacterial cell wall to release progeny phage. With the continuous deepening of research on bacteriophages and their

products in recent years, bacteriophage lyases have developed from the treatment of human drug-resistant infections

to the control of sewage treatment, aquaculture, and animal Bacterial contamination in many fields such as feed has

become an effective antimicrobial agent in a variety of applications including food safety.

KEY WORDS: food safety; bacteriophage; lyase; antimicrobial
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