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Study on virulence gene, drug resistance, molecular typing of Vibrio
parahaemolyticus in raw fish in Shaoxing

CHEN Ji-Ming, HE Qin-Fen, ZHANG Qin-Chao, CHEN Jin-Kun®

(Shaoxing Center for Disease Control and Prevention, Shaoxing 312000, China)

ABSTRACT: Objective To investigate the contamination status, virulence gene carrying status, drug resistance
and molecular typing of Vibrio parahaemolyticus in raw fish in Shaoxing. Methods A total of 354 raw fish samples
were collected in Shaoxing area. The strains were isolated and identified according to GB 4789.7—2013 National
food safety standard-Microbiological examination of food-Vibrio parahaemolyticus. Fluorescence quantitative
polymerase chain reaction was used to detect virulence genes of the isolates. Microbroth dilution method and pulsed
field gel electrophoresis were used for drug sensitivity test and molecular typing of the isolates, respectively. Results
Vibrio parahaemolyticus was detected in 13 samples of 354 raw fish, with a total detection rate was 3.7%. All the 13
strains were positive for tlh gene and negative for tdh, trh gene. All the strains were resistant to cefazolin, 3 strains
were resistant to ampicillin, and all were sensitive to other antibiotics. The pulsed field gel electrophoresis bands
were dispersed and the genetic characteristics were diverse. Conclusion There is a degree of contamination of
Vibrio parahaemolyticus in raw fish in Shaoxing, the carrying rate of virulence genes of strains is low, strains are
resistant to cefazolin and the genetic characteristics are diverse.
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Table 1 Detection of Vibrio parahaemolyticus in different
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Table 2 Detection of virulence genes in Vibrio parahaemolyticus
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Table 3 Drug sensitivity test results of Vibrio parahaemolyticus
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Fig.1 PFGE results of 13 Vibrio parahaemolyticus strains
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