5124 414 LERT e i T R 4 Vol. 12 No. 14
2021 47 A Journal of Food Safety and Quality Jul., 2021

ERAET, B &, AR, K O£, 5 &, KER, B
(I YT T S8 TR 4 il H o0, IR YT 276000)

W E: B THIGUTTTROK ARG . B YR TR ORI RS Bk . BE EIRYTT 3
A B X BERAE A, RIS . HEIT . BRI AR AR TR OCREA, SR G 2 4 XU )
ROK BN HEACT S FRFEIAAT i WA LI AR L) |, BEATEURMEINA 170 B 5% e . SR 78 281
IIRIK A B AR SRR T, 4 Al DL IR Y A A, R RLOIRER AR 3 05, o 18.15% (51/281), Z
JEARY R RIS DN 12.81% (36/281). WMEINE 4.27% (12/281). AIFINE 0.71% (2/281), TEFEHE(144 4y
FER) . 58 (74 AR EDFIR IR (63 A FE ) 3 DRI EARLINA K 200 16.67% (24/144) . 21.62 (16/74). 17.46%
(11/63), B AL RS 38R 2.78% (4/144) . 24.32% (18/74).22.22% (14/63), VEFEIRIE B9 3K 0.69%
(1/144). 8.11% (6/74). 7.94% (5/63), BIINEA MK 2 0 (0/144). 2.70% (2/74). 0 (0/63). K thAygEHELIK
HAE 01/0139 B, A ctxdAB B 1 3L TEIR K f BORE CREAS RS H 1) 36 MR RIS DI R i AT 1 pkdss
Hotrh JED, FARIIAIEN dh/orh B D136 . 80 IRUTTINIR/K (305 . 85 A KR 1 S AE TE AN IR RE JEE 1Y)
FOR IR ETS %, AE O1/0139 B 2E EL A ER AR A DI ER o 5 25 Yo pl, FERLIRIETS YLTE 3 IR R 77 TE,
R PR IR ¥ e S AL 0 8 PN RIS, IR = L BE T s 2 5 e A

KRR oKt BURMEIRE; N 5

Characterization of pathogenic Vibrio spp. contamination of freshwater fish
in Linyi from farming, sales and catering sources
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ABSTRACT: Objective To investigate the pollution status of common pathogenic Vibrio in freshwater fish
farming, sales and catering in Linyi city. Methods Sampling sites were set up in 3 counties and districts of Linyi
city to collect fish samples from farms, sales sites and restaurants as well as related fish samples. Pathogenic Vibrio
were isolated and identified according to the Special monitoring manual of Vibrio common in the aquaculture links of
freshwater animal products by national food safety risk monitoring. Results Four kinds of pathogenic Vibrios were
detected in 281 samples of freshwater fish and related samples, among which Vibrio cholerae had the highest
detection rate of 18.15% (51/281), followed by Vibrio parahaemolyticus 12.81% (36/281), Vibri. alginolyticus 4.27%

(12/281) and Vibrio vulnificus 0.71% (2/281). The occurrences of Vibrios in farming, sales and catering sources were
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as following, respectively: Vibrio cholerae 16.67% (24/144) and 21.62 (16/74),

17.46% (11/63), Vibrio

parahaemolyticus 2.78% (4/144), 24.32% (18/74), 22.22% (14/63), Vibrio alginolyticus detection rate was 0.69%
(1/144), 8.11% (6/74), 7.94% (5/63), Vibrio vulnificus 0 (0/144), 2.70% (2/74) and 0 (0/63). All of the confirmed

Vibrio cholera isolates were in non-O1/0139 groups; and a total of 36 isolates of Vibrio parahaemolyticus were

obtained from the fresh-water fishes and the related samples, of which one isolate had the 774 gene. Conclusion

Linyi city freshwater fish farming, sales and catering link there are different degrees of pollution of pathogenic

Vibrio, Non-O1/0139 group Vibrio cholerae and Vibrio parahaemolyticus are the main contaminants, Vibrio cholerae

pollution in 3 links exist, deputy hemolytic Vibrio pollution mainly exist in the sales and catering, the whole

freshwater fish industry chain needs to strengthen comprehensive regulation.

KEY WORDS: freshwater fish; pathogenic Vibrio; virulence gene; contamination
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