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Drug sensitivity analysis of Escherichia coli isolated from commercial
poultry products

YU Yi', ZHANG Yun-Peng, QU Qin-Feng

(Shanghai Institute of Quality Inspection and Technical Research, Shanghai 200233, China)

ABSTRACT: Objective To isolate and identify Escherichia coli in raw poultry products and determine the drug
resistance distribution of strains. Methods Sixty-five raw poultry products were randomly selected from the market, and
Escherichia coli was isolated by selective medium and identified by biochemistry; the detection of Escherichia coli in raw
poultry products without processing or different processing technologies was analyzed, and master the drug sensitivity
spectrum of the isolated strains through the minimum inhibitory concentration of antibiotics. Results Fifty-five strains
of Escherichia coli were isolated from 65 samples; the isolation rate was 84.62%; among them, 100.00% were raw,
89.00% were cooled and 70.00% were frozen. The drug sensitivity results showed that the resistance rates of
isolates to imipenem (98.20%), cefoxitin (92.70%), ceftazidime (90.90%) and polymyxin (90.90%) were high,
most sensitive to tetracycline (72.20%). There was no significant difference in drug sensitivity spectrum between
typical strains (45 strains) and atypical strains (10 strains) with different phenotypes (P>0.05). 100% of the tested
bacteria carried more than 3 kinds of antibiotics, and 83.64% of the tested bacteria carried 4 kinds of antibiotics
(imipenem, cefoxitin, ceftazidime, polymyxin) with high resistance rate at the same time. Conclusion There are
very serious multi drug resistant Escherichia coli contamination in commercial raw poultry products. The drug

analysis of Escherichia coli in this study can provide a theoretical reference for poultry breeding enterprises to
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standardize drug use.

KEY WORDS: raw poultry; Escherichia coli; drug resistance; minimum inhibitory concentration
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Fig.1 Detection rate of Escherichia coli in products with
different specifications
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Table 1 Biochemical identification results of Escherichia coli
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Fig.2 Drug sensitivity status of isolated Escherichia coli
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Table 2  Antibiotic susceptibility test results of Escherichia coli
D F D F D F
A%
S I
EARNUT AN 24/53.33% 6/60.00% 0/0.00% 0/0.00% 21/46.67% 4/40.00%
B-HBEREE gl 7/15.56% 1/10.00% 3/6.67% 2/20.00% 34/75.56% 7/70.00%
e b 1/2.22% 0/0.00% 0/0.00 0/0.00% 44/97.78% 10/100.00%
ST 3/6.67% 1/10.00% 0/0.00% 0/0.00% 42/93.33% 9/90.00%
KA NG 13/28.89% 3/30.00% 0/0.00% 0/0.00% 32/71.11% 7/70.00%
S ES
LAt BE 4/8.89% 1/10.00% 0/0.00% 0/0.00% 41/91.11% 9/90.00%
Sk f e 18/40.00% 6/60.00% 6/13.33% 1/10.00% 21/46.67% 3/30.00%
ILIEZS- PUER 32/71.11% 8/80.00% 0/0.00% 0/0.00% 13/28.89% 2/20.00%
LR EZ 7 5/11.11% 0/0.00% 0/0.00% 0/0.00% 40/88.89% 10/100.00%
ABERE AHGR 21/46.67% 6/60.00% 0/0.00% 0/0.00% 24/53.33% 4/40.00%
Tk ek 5275 8] 24/53.33% 4/40.00% 0/0.00% 0/0.00% 21/46.67% 6/60.00%
M A ZRERR 22/48.89% 3/30.00% 0/0.00% 0/0.00% 23/51.11% 7/70.00%
HHWETTA NG 6/13.33% 3/30.00% 1/2.22% 0/0.00% 38/84.44% 7/70.00%
KIABRSE by 2 75 2 8/17.78% 3/30.00% 0/0.00% 0/0.00% 37/82.22% 7/70.00%
M 2 SRS 10/22.22% 1/10.00% 6/13.00% 7/70.00% 29/64.44% 2/20.00%
P 0.88 0.51 0.54
T D MK AR FE B (n=45)/E 43 Fo(%); F: AR ML KR TR IE B (n=10)/E 43 Fo(%) -
®3 ABBRERENZSEMHER
Table 3 Multidrug resistance status of Escherichia coli
i 25 Rl BB (n=55) M 255/% i 24K FHR B (n=55) M 25 %1%
2 2 3.64 9 5 9.09
3 1 1.82 10 3 5.45
4 1 1.82 11 7 12.73
5 4 7.27 12 6 10.91
6 1 1.82 13 6 10.91
7 5 9.09 14 3 5.45
8 3 5.45 15 8 14.55
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