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Detection of porcine-derived components in meat products by real-time
fluorescence PCR
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ABSTRACT: Objective To establish a detection method with high specificity and high sensitivity for effectively

detecting porcine-derived components. Methods A pair of specific primers were designed and synthesized based on
porcine estrogen receptor gene. DNA in pork was extracted by liquid nitrogen milling combined with kit extraction.
Gradient reaction was performed with 300, 30, 3, 0.3 and 0.03 ng as the template amount, respectively. The detection
method was established based on fluorescent quantitative PCR (SYBR method). Results Using Ct value as ordinate
and 1gX (X as DNA quality, ng) as abscissa, the standard curve method was obtained, Ct=30.473-3.5421gX, r’=
0.9997. The detection sensitivity of this method was 2 pg. Conclusion The detection method for the
porcine-derived components is simple and rapid, good in specificity and repeatability, and high in sensitivity, and can
be used as a feasible method for market supervision, detection and identification.
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Fig.l Amplification curve of primer specificity test
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Fig.2 Dissolution curve of primer specificity test
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