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Detection of Vibrio parahaemolyticus by auto-microfluidic thin-film
chip method
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ABSTRACT: Objective To establish a method for the detection of Mibrio parahaemolyticus by auto-microfluidic

thin-film chip technology. Methods Vibrio parahaemolyticus were detected by auto-microfluidic thin-film chip, and

the real-time fluorescent PCR method SN/T 2424-2010 required by industry standard was used to verify the results.

Results The technology had the ability to identify Vibrio parahaemolyticus. The results of comparison and

verification of actual samples were consistent with those of industry standard flrorescent PCR. Conclusion The

technology is rapid, accurate and intuitive, which is suitable for detecting Vibrio parahaemolyticus.
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Fig.2 Probe distribution of auto-microfluidic thin-film chip
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Fig.3 Detection of auto-microfluidic thin-film chip
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