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Research progress on the influence of different feeding methods on intestinal
flora diversity of infants and young children
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ABSTRACT: Studies in recent years have found that the intestinal flora of infants and young children is related to
many pathologies of the body. A large number of microorganisms inhabit the intestinal tract of infants and young
children, among which bacteria are the dominant ones. Bacteria play a complex role in maintaining homeostasis and
regulating energy metabolism. Therefore, the reasonable establishment of intestinal microecology in infants and
young children is particularly important. There are many factors that influence the intestinal flora of infants and
young children, among which feeding mode has obvious influence on the structure of intestinal flora of infants and
young children. About feeding practices for infants and young children is very important to research on the effects of
intestinal flora diversity, so this paper combined recent domestic and foreign researches on feeding methods and
infant intestinal flora, summarized the establishment and succession of infant intestinal flora, and the physiological
functions of infant intestinal flora, and discussed the differences of intestinal microecology of infants under different
feeding methods (breast feeding, formula feeding, mixed feeding), so as to provide some theoretical guidance in the
study of infant feeding mode.
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