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Research progress of detection methods of Cronobacter spp
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2. College of Food Science and Technology, Nanjing Agricultural University, Nanjing 210095, China)

ABSTRACT: Cronobacter spp. is a kind of foodborne pathogen, which can infect infants and cause necrotizing
enterocolitis, sepsis, and meningitis, with fatality rate up to 80%. Cronobacter spp. widely exists in the nature
environment and it has a great desiccation resistance. Thus, it can contaminate milk powder and raw material for a
long time. The control of Cronobacter spp. contamination needs improving food quality control as well as developing
detection methods. This review mainly focused on the detection method of Cronobacter spp., including physiological
and biochemical characters detection methods, immunological methods, and nucleic acid test methods, analyzed and
summarized the principle of the above detection methods as well as their advantages and disadvantages, and
prospected the future development of Cronobacter spp. detection methods.
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Fig.3 Enrichment of Cronobacter spp. by immunomagnetic beads
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