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Molecular characteristics and drug resistance of foodborne Listeria
monocytogenes in Beijing in 2019
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ABSTRACT: Objective To study the molecular characteristics and antimicrobial resistance of Listeria
monocytogenes isolated from food in Beijing in 2019. Methods Serogroup were typed by mutiplex PCR, the 56
strains isolated were identified by pulsed field gel electrophoresis (PFGE) and multilocus sequence analysis (MLST),
and the drug resistance of the strain was detected by trace broth method. Results Among the 56 strains of Listeria
monocytogenes, 28 strains were isolated from cold pot strings and Chinese salad, and 1/2a and 3a were the main
serum groups. The 56 strains were divided into 29 PFGE bands and 14 ST types, ST9, STS, ST8 and ST121 were the
main ST types, 2 isolates were resistant to ciprofloxacin and 1 isolate were resistant to tetracycline. Conclusion

Cold pot string and Chinese cold dishes are high risk food contaminated by Listeria monocytogenes. The ST type of
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Listeria monocytogenes from food sources in Beijing is consistent with that from other food sources in China and

clinical isolates in Beijing.

KEY WORDS: Listeria monocytogenes; pulsed field gel electrophoresis; multilocus sequence typing; antimicrobial

susceptibility
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Fig.l Isolated food source of 56 strains of Listeria monocytogenes
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491 1/2b-3b 87 1

443 1/2b-3b 3 1

444 1/2b-3b 3 I

442 1/2b-3b 5 1

— | 452 1/2b-3b 5 I
447 1/2b-3b 5 I

1 1l ’ | N 473 1/2b-3b 5 I

441 1/2b-3b 5 I

‘ 495 1/2b-3b 5 I

408 1/2b-3b 5 I

{ H 409 1/2b-3b 5 1

‘ 413 1/2b-3b 5 1

| | 449 4b, 4d, 4e 2 1

L | ] 481 4b, 4d, 4e 2 1

K2 56 bRHLIEZEIRF K PFGE SRS
Fig.2 PFGE cluster analysis of 56 strains of L. monocytogenes
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Table 1 Drug sensitivity results of 56 strains of Listeria

monocytogenes
A% s i} 24 2%./%
I iiif 24 A
R VIAR(AMP) 56 0 / 0
T EZ (VAN) 55 0 1 0
PUFF 2 (TET) 55 1 / 1.8
ZL8 R (ERY) 56 0 / 0
RN TS B (CIP) 54 2 / 3.6
I HEWI(SXT) 56 0 / 0
H %5 % (PEN) 56 0 / 0
X KW (MER) 56 0 / 0
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Yo 2 R B R LA SR, AT DL B TR, Bk
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