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Research and application of molecular markers in millet
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ABSTRACT: Millet is a kind of traditional food crop in China, which has the advantages of drought resistance,
barren tolerance, and high nutritional value. The analysis of germplasm resources and breeding research of millet are
very important. With the development of molecular biology, the emergence of molecular marker technology is the
genetic research and breeding of millet open up new ideas and means. Molecular markers include DNA molecular
markers and protein molecular markers. Between them, DNA molecular markers are often used to construct genetic
linkage maps, gene mapping and QTL analysis, genetic diversity research, pedigree analysis and variety
identification, and comparative genome research, etc. This paper reviewed DNA molecular markers and protein
molecular markers commonly used in millet and their characteristics, respectively, summarized their research and
application on millet, and briefly analyzed and prospected the future development of molecular markers on millet.
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