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Application of DNA-based methods for the identification of cod fish
and its products
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ABSTRACT: Cod fish is an important edible fish with high economic value and high nutritional value. However,
due to the confusion of common names of fish in the market and the huge difference in value between different fish
species, there are some reports of cod fish products mislabeling or selling seconds at best quality price, and food
safety risk may be caused by allergen or toxic ingredients. Therefore, fast and reliable identification methods are
needed to ensure market supervision. At present, DNA-based methods are mainly identification methods of cod fish
and products. This paper introduced the principles, advantages and disadvantages of cleaved amplification
polymorphism sequence-tagged sites (PCR-RFLP), DNA barcoding, loop-mediated isothermal amplification and
quantitative real-time PCR in cod fish and products species identification. Finally, the perspectives and supervisory
suggestion of this field were discussed.
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(Macrouridae) . Muraenolepididae ®l. Moridae #}, VI KT
i b et LA <t #0424 Bk 1) BB il Bl (Anoplopomatidae) . B
Wt Bl (Nototheniidae) . B85 Bl (Percichthyidae) . WE 5 Fl
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Table 1 Feature gene selection of DNA-based methods for the identification of cod fish and products species
FEAE SR JEFH A ARG 45 A ioallPSE3 E = DU
e A0 o SAL T o KVFGFEES 0 (Gadus morhua), ¥ =540 (Gadus ogac), Tt
z /%I(CO/I)\% DPI\(I:/; /lj:l?il;’ (Theragra chalcogramma), %7 % (Pollachius virens), BXYNJCES — [25,27,28,62]
) (Merluccius merluccius)%
BTN (2 b ML (et b PCR-RFLP KV-PEEE A (Gadus macrocephalus), KVGFEES i (Gadus morhua),
) LAMP el (Theragra chalcogramma), FREEREHE (Ruvettus pretiosus)FI B [21,38,45]
qPCR gt (Lepidocybium flavobrunneum)&
ZbifA 12S rRNA 2 [H qPCR 6% (Albatrossia pectoralis) [46]
S 165 rRNA 3P PCR-RFLP KV LEES 6 (Gadus morhua), BEE5(Theragra chalcogramma), 5% [22,44]
- - qPCR (Micromesistius poutassou)<
NADH, %4 gqPCR 5% 1 (Anoplopoma fimbria) [45]
CK 3 gPCR IINE R B A £ (Dissostichus eleginoides)Flf Sk K 7F it £ [45]

(Dissostichus mawsoni)
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