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Serotype, drug resistance analysis and pulsed field gel electrophoresis
molecular typing of Salmonella isolated from feces of children with diarrhea
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ABSTRACT: Objective To study the serotype, pulsed field gel electrophoresis(PFGE) molecular typing and drug
resistance characteristics of Salmonella isolated from feces of children aged 0—-10 years with diarrhea in Chaoyang
district of Beijing in 2019. Methods The serotyping of 47 Salmonella isolated from children with diarrhea was
performed. The sensitivity of 27 antibiotics was determined by micro broth dilution method. The fingerprints were
classified by PFGE. Results The 47 Salmonella strains were divided into8 serotypes, of which the dominant
serotypes were 2, including 23 strains of Salmonella enteritis (48.94%) and14 strains of Salmonella typhimurium
(29.79%). The drug resistance rate of 47 Salmonella strains to sulfamethoxazole (57.45%) was the highest, followed
by ampicillin (48.94%) and streptomycin (48.94%), and 23 strains of Salmonella enteritidis could be divided into 8
PFGE fingerprints, and 14 Salmonella typhimurium strains could be divided into 13 PFGE fingerprints. Conclusion
Salmonella enteritidis and Salmonella typhimurium are the main food borne Salmonella in children aged 0-10 years
in Chaoyang district of Beijing. The drug resistance of each serotype was different, and the PFGE fingerprint is
diverse.
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Table 1 Multiple drug resistance of Salmonella serotypes and
non-dominant serotypes (strains)

EA N E] L Ei2Y
Pl 75 31 7
Al e it 375 1 8

H: x?=16.629, P =0.00005,

4 LZHR5e

AT AT GV T, 230 8 L AL, HFf g LN
W B U T TR A B FE VD TTER, 5 D A R sl BH X Bk v ]
P M A — B, S R A X, SR S IR TS
(VD1 O A a3 28— VO o W ) B XD R o 3
FHNRATI SRR AR A ERE X, W LE RIS
P 9 T8 A0 ) A R

PUAE FORAR T A0 R Y IR IR TS B S A 25 ),
LT A A 20 TR P TR 24 ) A ™ o . AR TP X 47
BRUDT TG A 25 R T 4 R WY, W BH DXV 1D A T 24175 D0

PFGE-Xba 1

T30, o HIRE RN R 23 MR TTE, Xt 12 Fh
A AN AT 2, P e iR, SR VEAK, WA
SEEmE BRI MR R 60% LA 1, ARV
TR X — A T T 215 24 ) 25 W TR P i 24 2% fe i, SR BHIFH X
YOI R X s i T 25 245 00 A T 2415 D0 A S TR R o T S — fIE B
I35 Y ERUAT ZE VD 1T DA R T 24 155 100 IR R 25 SR W 14 Bk B3
FEVD I R X T e S M, B 3R R DU PR R S 2 W i 24 7™ o
T e SR R R K B R T 2 3 0 80% . /R DU ER
2, —REEHEZE, —0SkH L Y E AN E AT
T IR A6 7 Vb T e =4k, put sk,
HRMIS, PR NG LA S DA 0 3 ) S5 R 2R Y
A F 2548, 7T ERY T T IEYT
ZEM 28RN = =KL EBTE 25 [F I
PRI 25 NG, 2 TR 25 A0 BRI TR T BOMERE, ffi %
Yerty KR EFH RAGFEVD T TR R VD 11 TR Y 22 E it
PG E, AR S R AATHZY, WA AR R
] FH 245 46 It PR S SO bt A R RN A 6 AR p i
WA E RV TE M 2 E 2, n]RE S 25k R
HOPALIEAT 5. Bribi L AN IR b, Tk 74m
P AT 2543, A ERRLIE R 2, R EIRITRCR .

PFGE-Xba 1
=3

< O [e] (= [ <
[~<] =53] 3] [=} =)} (=)}

O 0 o
(=} N —

| |

BICY2019SM029
BICY2019SM030
BICY2019SM033
BICY2019SM049
BICY2019SM051
BICY2019SM004
BICY2019SM005
BICY2019SM006
BICY2019SM035
BICY2019SM015
1 BICY2019SM023
~ BICY2019SM036
BICY2019SM043
BICY2019SM044
BICY2019SM048
BICY2019SM008
BICY2019SM021
BICY2019SM016
BICY2019SM018
BICY2019SM042
BICY2019SM010
BICY2019SM050
BICY2019SM032

B2 23 G UPT 1B PFGE RIE45

Fig.2 PFGE clustering results of 23 Salmonella enteritis strains
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Fig.3 PFGE clustering results of 14 Salmonella typhimurium strains
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