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ABSTRACT: Objective To study the contamination status of Listeria monocytogenes in foods in Xinjiang Uygur
Autonomous Region, in order to provide scientific basis for food borne disease monitoring. Methods Totally 3329
samples from 2013— 2019 were monitored and analyzed according to GB 4789.30-2016 National food safety stand
ard-Food microbiological examination-Listeria monocytogenes. Results A total of 59 Listeria monocytogenes were
fo un d in 3329 samples, the detection rate was 1.77%. The isolated 63 strains of Listeria monocytogenes belonged to
4 serotypes (1/2a, 1/2b, 1/2¢ and, 4b), and 57.14% (36 strains) of the strains belonged to serotype 1/2a. There were
mixed contamination of different serotypes in food. The serotype 4b was detected in ready-to-eat food. Conclusion

The contamination of Listeria monocytogenes exists in Xinjiang, and the health supervision department should

EEWA: 1L NSRS B R = W H (R1901), % A F s GUSBHE OG5 H (2019AB029) . Se A1 I BRFLH A 4 1K) 95
E (2019BC004)

Fund: Supported by the Open Project Program of Jiangsu Key Laboratory of Zoonosis(R1901), Key Field Science and Technology Research Project
of XPCC (2019AB029), and International Science and Technology Cooperation Program of XPCC (2019BC004)

EWWER: MR, BIOEST 0L, FHEWFF I ) B I e A 399 95 534 o E-mail: k1c003@163.com

*Corresponding author: KANG Li-Chao, Associate Researcher, Xinjiang Academy of Agricultural Reclamation Sciences, No. 221, Wuyi Road,
Shihezi 832000, China. E-mail: klc003@163.com



7392 B dn 2 4 R R I A 4R

81

especially strengthen the supervision of meat products and ready-to-eat food.

KEY WORDS: Xinjiang; foodborne pathogens; Listeria monocytogenes; serotype
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Table 1 Serotyping primers of Listeria monocytogenes
He A SR H(5-3%) S B EE /bp JIIIRG R
Imo0737 %i%%i%??%?gg??gggﬁgfg 691 1/2a, 1/2¢,3a,3¢
mols RCGGCTTGTICGGCATACTTA 906 V2e. 3¢
2110 RLCATCCATCCCTTACTTTGGAC. 397 dddde
B
32 gt E ity A SRS T £ 1.30% (7/540)Fi1 5 1l 6.67% (2/30)

AYWEIBE K 2013~2019 4E114 3329 HykESh, Hir
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G SE . BRI . RIS AL 10
AREM 30 ZAKBLE 3). HbEGH . AFNA. K2 2013~2019 FERMEHASERL LR
iFJIEV\]’FFIJ;ﬂ CREE R B S Table 2 Detection of Listeria monocytogenes from 2013 to 2019
L A VREBEAIA | VR TOREAI A | SN SRR (A i P i fotlid Kb
?#ﬁ PUREHFF R KT Lmo 4T 59 O3FE Sk 2013 734 2 0.27
T Lm, BHERIE 1.77% (59/3329), He MR H Lm 2014 727 20 2.75
(F 3), W 5w SRR RS, N 4.69% 2015 413 24 5381
(39/832), HrhiEFRp TS YA 16.88% (13/77), kA4 »016 300 3 100
BINTIL 8.60% (19/221), A& 1.82% (2/110); Ki= K
SRR 0K 3.70% (10/270), JErh ok 20 430 2 047
R U 1 B S 24 3K 4.17% (5/120), ShPMENE K 77 2018 473 ’ 147
ARAH o TER DR S0 AG 365K 1.82% (1/55), BIEE 2019 250 ! 0.4
%3 TREBRER P RBERFRG L FR
Table 3 Detection of Listeria monocytogenes in different food categories
B2 AT Kzt 5 Kz %1% JlIREE
BN 221 19 8.60 1/2a(13)., 1/2b(3). 1/2¢(3)
EER 110 2 1.82 1/2a(2)
A5 P R3] 77 13 16.88 1/2a(5), 1/2b(2). 1/2¢(2). 4b(4)
R PR BRI it 80 1 1.25 1/2a(1)
AR 344 4 1.16 1/2a(3). 1/2b(2). 4b(1)
SR IK T 120 5 4.17 1/2a(6)
K= B Al b kK = 30 0
A A BE I 120 5 4.17 1/2a(3). 1/2b (3)
kR 77 0
AT K 1l A
TR DK 55 1 1.82 1/2a(1)
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e a F55 BRRZILIE R 4> 2 B RS - R .

33 IERILE

IR WY 59 13 BHERE S rp, HR2 B3 63 MR g AR
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7E: M: DNA marker F; 1~2: 4b %l; 3~4: 1/2b %{; 5~6: 1/2a %4; 7~8:
1/2¢ %1,
Bl 1 PRI ITRR I PCR MG 5 4y 75

Fig.l PCR serotype type of Listeria monocytogenes
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