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Pollution control and its mechanism of sulfonamides resistance genes

QI Zheng', YANG Hong, HU Yang, YUAN Hong-Liang, QI Yue, ZHANG Tie-Lin

(Engineering Research Center for Medicine, Harbin University of Commerce, Harbin 150076, China)

ABSTRACT: In recent years, sulfa antibiotics have been widely used in recent years to promote the growth of
industry, livestock farming and aquaculture, thereby releasing large amounts of residues into the soil environment and
threatening the food chain. This study described the control measures of sulfonamides resistance genes contamination
in the environment and the main problems in the present research, at the same time, summarized the sources, potential
transmission routes, pollution status and related detection methods of sulfanilamide resistance genes. According to
the current situation of sulfonamides resistance genes pollution in China, this paper put forward control and repair

countermeasures, and looked forward to the future research.
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Fig.1 Molecular mechanisms of horizontal gene transfer in 3 main ways
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