11 55171 B 2 4 o iR A A Vol. 11 No. 17
2020 49 H Journal of Food Safety and Quality Sep. , 2020

R, Elath, SAR, B #H, RATE
Az AT A X g g i e, bRt 100021)

 E: BM T 2017 AEUatHTRARX 11 BRE rhREA OGS B G BRI 2 1 . 2SRRI L FE R
SFotl. B MK GB 4789.10-2016 XTHT . LAWK BRAEED N . 48 H I TR BORE G A T 4 0 (A A Bk
BT B YR, DG E B PCR IEKINTT 25 3L K mecA. vanA 535 15 [A sea. seb. sec. sed. see; 4KH 5t
IR V7 BRI A T 2 W AU 108 Tk 3% 88 B B 9K (pulsed field gel electrophoresis, PFGE)iEA T3 IR 23477 o Z.’:i%
H . CBUE BAERN . IR I TFURPRFE G IR ) 11 bR S AR A BRI . T 25 55K mecA, vanA &5
JI15EH sea. seb ., sec. sed ., see FYARM o K i RIARXTH R R 100%I00 2, PWUIRER | A& RM 53510 27.3% .
9.09%, A& BRI H AR P AR A B A A A BR A bR . PFGE 23 BL R, WIS IR . TIRIKEK L 25
AR 3 AL, SR W BUE SrBI W t 4 B A AT ER A S DE N B BE R, O HE RAR
U S e e B R, TRTRR B B R T 251k

XEIR: aYhEE; SWOMAIRE, W25, SR PkoldgiE e H ik

Etiological analysis of Staphylococcus aureus associated with food poisoning
in Chaoyang district of Beijing

HAO Min, WANG Heng-Wei, SHAO Xi-Feng, TIAN Tian, SONG Yan-Yan"

(Chaoyang District Center for Disease Control and Prevention, Beijing 100021, China)

ABSTRACT: Objective To understand the drug resistance, drug resistant gene, virulent gene and molecular typing
of 11 food poisoning-related Staphylococcus aureus in Chaoyang district of Beijing in 2017. Methods The samples
of residue food, tablewares and food processing staff’s hands from restaurant A and B were collected for the isolation
and identification of Staphylococcus aureus according to GB 4789.10-2016. The drug resistant genes mecA , vanA and
virulent genes sea, seb, sec, sed, see were detected by real-time PCR. The drug sensitivity was tested by using K-B
assay and broth microdilution according to the clinical and laboratory standard institute (CLSI). Pulse field gel
electrophoresis (PFGE) was applied to the source-tracking of this food poisoning accident. Results Eleven strains
of Staphylococcus aureus were detected in the samples of residue food, tablewares and food processing staff’s hands
in restaurant A and B. The drug resistant genes mecA, vanA and virulent genes sea, seb, sec, sed, see were not
detected. The resistant rate to penicillin was 100%, tetracycline and chloramphenicol were 27.3% and 9.09%.
Methicillin-resistant Staphylococcus aureus was not found. PFGE typing results revealed that the strains isolated

from tableware’s in restaurants A, food processing staff’s hands in restaurants A and all strains isolated from
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restaurants B were grouped into 3 groups. Conclusion The food poisoning in restaurants A and B were caused by

different Staphylococcus aureus which carried by food processing staff contaminated tablewares and food. Those

strains showed higher drug resistance.
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Table 1 General data of Staphylococcus aureus in this study
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RN A48 A0 (PR A A6r 4 4 B €0 A IR AT -2
HBRE S48 A ORIR)BR AR At 4 A A BR T
FRE MR K K A B A A IR T
FH AR Jef Ui -2 bk K6r 4 4 B A A BR AT -3
LR =30 Koz Hh 4 3 R IR -1
ZBRIEAL N Kz HH 4 8 R IRE -2
LU FIIR Kz HH A 8 (ORI -3
LBUES b2z K6r 4 B A AT IR TR £ -4
LI K Kz HH 2 B (ORI T -5
ARG W FE b b ARAG A B A A IR T
LIRUR FIRIA £6; 4 B AT IR TR £ -6
SHRIETT 1T IRk ARAG A B A A IR T
WG TT 2 Tk ARAG A B A A IR T
LIFUE KGR IR K A B A A IR T
N Y E S SRR TS o A AR -7
BRI TR Ko A B AT IR £ -8

®2 SHEFEREAYERIEER

Table 2 Antimicrobial resistance of Staphylococcus aureus isolates tested in this study
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Fig.l1 Clustering of pulsed-field gel electrophoresis-based fingerprint of ~Staphylococcus aureus
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