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Identification of Cervus nippon by fluorescent real-time PCR method
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ABSTRACT: Objective
fluorescence PCR. Methods

To establish a method for identification of Cervus nippon based on TagMan real-time
By comparing and analyzing the D-loop gene sequence of Cervus nippon
mitochondria, the specific locus of D-loop gene of Cervus nippon was selected as the amplification target sequence,
and the specific primers and TagMan probes of Cervus nippon were designed. The species specificity and sensitivity
of the primers and TagMan probes were verified with known samples. Results The primers and probes showed
strong specificity for the detection of Cervus nippon and no cross amplification with DNA of other species. The

detection sensitivity of this method was 0.01 ng/L. Conclusion This method has high specificity and sensitivity, and
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is suitable for identifying the species of meat and other Cervus nippon products.
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Fig.1 Specific amplification curve of Cervus nippon by the real-time PCR
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H: LIEE N 10 ng/ul; 23 FF 4 1 ng/uL; 3.4€FE K 0.1 ng/uL; 4.3 0.01 ng/uL; 5.3 FEH 0.001 ng/ulL; 6.3 FF 4 0.0001 ng/uL.
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Fig.2 Amplification curve of different DNA concentration
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