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Study on the identification methods for Staphylococcus aureus
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ABSTRACT: Objective To select the method for rapid detection and identification of Staphylocoocus aureus.
Methods The typical colonies isolated from soy sauce and pot-roast meat products were identified with national
standard method, VITEK 2 Compact identification, 16S rDNA sequence analysis and PCR identification. Results
The results from national standard method showed that the strain was a gram-positive bacteria, there was a clear
hemolytic circle on blood plate and the assay result of coagulase test was positive, all the identification met the
criteria of Staphylocoocus aureus. Only one term (dMAL) did not match the typical biochemical spectrum in the
identification results of VITEK 2 Compact, which was proved to be Saphylocoocus aureus (98% probability) and
indicated to be an excellent identification. The result of 16S rDNA sequences analysis and phylogenetic tree
constructed by Neighbor-Joint method indicated that the typical colony was Saphylocoocus aureus. The primers
designed with gene nuc could amplify the specific positive bands, PCR identification could identify Saphylococcus
aureus rapidly and effectively. Conclusion The four methods can accurately identify Staphylococcus aureus, but it
takes a long time. By improving the experimental method, shortening the extraction time of DNA, PCR identification
will show greater advantages.
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Fig.l1 Colony characteristics on Baird-Parker plate(A)and blood plate(B)

%1 VITEK 2 Compact £t X FELHER
Table 1 The results of biochemical test by VITEK 2 Compact System

AR PN AR 4 AR ELE S AR 5
AMY - PHOS + POLYB + dMNE +
PIPLC - LeuA - dGAL - MBAG -
dXYL - ProA - dRIB - PUL -
ADHI1 + BGURr - ILATk + dRAF -
BGAL - AGAL - LAC - 0129R +
AGLU ) PyrA + NAG + SAL -
APPA - BGUR - dMAL - SAC +
CDEX - AlaA - BACI + dTRE +
AspA - TyrA - NOVO - ADH2s -
BGAR - dSOR - NC6.5 + OPTO +
AMAN - URE - dMAN +

T+, BHYE; -, BITE: (+), SR (), S50
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99 S4

S5
L— . aureus (ATCC 12600)
] S. capitis (ATCC 27840)
S. pasteuri (ATCC 51129)
S. lugdunensis (ATCC 43809)

77

S. kloosii (ATCC 43959)
S. auricularis (ATCC 33753)

72 4{
80 S. piscifermentans (ATCC 51136)
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50

TE: S1~85: JWHRIBI
F 3 3T 16S rDNA JF 41 i R GEilL R
Fig.3 The phylogenetic tree based on the 16S rDNA sequences
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Fig.4 PCR products of typical colonies by electrophoresis 22 R BH PR %%%(VITEK 2 GP Test Kit)@,f‘j‘?
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R PR S 3 MR UE R MREET TR IR 2007, 43 A AR
AT 19 TR RSN 25 AR AT TR R P AR RE— 2, TR A
S G B M A BRI 1 R E AL SOV . ARBIFSE R GP S5
RHEFTHR Y, SEE A RARAT, 1 D-Z2 20 45 2 5 iy
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T vk ol — e i Rk T BRI R [ 4] DNAR 2,
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