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Identification of Boletus bainiugan Dentinger in wild edible fungi by real-time
fluorescence PCR
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ABSTRACT: Objective To establish a method for identification of Boletus bainiugan Dentinger ingredients in
wild edible fungus by real-time fluorescence PCR. Methods Specific primers and probe were designed according to
highly conserved sequence of internally transcribed spacer (ITS) gene of Boletus bainiugan Dentinger to test the
target gene fragment in the samples, and the specificity, sensitivity and practical application test were carried out.
Results The specificity of the method was verified, and only Boletus bainiugan Dentinger had specific
amplification among 24 kinds of tested edible fungus, animal and plant materials. The limit of detection was 1x10™*
ng/uL Boletus bainiugan Dentinger DNA or 0.1% (m/m) Boletus bainiugan Dentinger powder. Conclusion This
method is simple, sensitive, fast and accurate, which can be used for the identification of Boletus bainiugan Dentinger
ingredients in wild edible fungus and foods.
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Fig.2 Result of specific detection for boletus bainiugan Dentinger ingredients by real-time PCR
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Fig.4 Results of specific detection of Boletus bainiugan Dentinger with different content mixed with Butyriboletus roseoflavus and Suillellus

subamygdalinus by real-time PCR
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Fig.6 Real-time PCR detection of 10% Boletus bainiugan Dentinger in various matrixes
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Fig.7 Real-time PCR detection of 1% Boletus bainiugan Dentinger in various matrixes
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Fig.8 Real-time PCR detection of 0.1% Boletus bainiugan Dentinger in various matrixes
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