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Validation results and analysis of the detection ability of FAPAS genetically
modified organisms components
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ABSTRACT: Objective To improve the testing ability of the testing laboratory for genetically modified
ingredients and the professional technical level of the testing personnel, and enhance the competitiveness of the
laboratory. Methods According to the requirements of the operation instructions and standard methods of capability
verification, we participated in the gmu77 (2019) food transgene detection capability verification plan, and tested 14
parameters in the mixed samples of corn and soybean. Results Among the tested samples, CaMV35S promoter,
NOS terminator, GTS40-3-2 transformants and MON810 transformants were positive. Conclusion This proficiency
test has been satisfactorily evaluated, and the laboratory has the technical ability to carry out genetically modified
component testing.
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