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Research progress in species identification methods of meat ingredients based
on PCR technology
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ABSTRACT: In recently, many food safety accidents that have been exposed repeatedly have attracted wide
attention of the society, and food safety has become a common concern of the society. Meat adulteration and
counterfeiting are emerging in an endless stream, using cheap chicken, duck and pork as adulterants and pretending to
be beef and mutton is the main way of adulteration. The main target of animal species identification is nucleic acid in
the meat adulteration identification, whether at home or abroad. Species identification based on nucleic acid is also
the most common and core method to identify animal species. Many assays such as DNA barcoding, multiplex PCR,
fluorescence quantitative PCR and fluorescence probe and others have been developed and applied widely in this
field. China has also formulated relevant national standards and industry standards for the detection of many animal
derived ingredients, but only a single species can be identified in most current standards, and these standards are
almost not suitable for food ingredients. PCR derived technologies have advantages with high sensitivity and high
specificity and widely used in the study of animal species identification, which would be important methods in future.

This paper reviewed the research situation of PCR technology in meat detection and the current standard technology,
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in order to provide information for the identification of meat composition.

KEY WORDS: meat food, food adulteration; DNA analysis; PCR methods
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