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Research progress on degradation of fruit residue by 7richoderma
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ABSTRACT: Trichoderma belongs to the Hyphomycete family, and widely exists in the soil of different
environments, and has the characteristics of strong resistance, high safety and wide enzyme system. The advantage of
using Trichoderma to degrade fruit residue is that Trichoderma can produce cellulase, hemicellulase, laccase,
pectinase and so on. The main components of fruit residue are cellulose and pectin, and 7richoderma has a huge
advantage as a fruit residue degrading bacteria. As China is a big country of fruit, fruit residue has become one of the
important factors of environmental pollution. In recent years, the researches on the degradation of fruit residue by
Trichoderma have gradually deepened, which has attracted the attention of many scholars. This paper mainly
reviewed research progress on degradation of fruit residue by Trichoderma, and discussed the enzyme production,
composting and mechanism of different pectin utilization, the enzymatic mechanism of different enzyme production
and mechanism of Trichoderma action, summarized the species of Trichoderma degrading pomace and its application
in enzyme production, feed and dietary fiber production, in order to provide a basis for industrial application of wood
mold degradation pomace in the future.
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