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ABSTRACT: Most incidents of microbial safety in drinking water originate from bacteria, viruses, protozoa and
algae. It is of great significance to strengthen biological contaminants detection and monitoring in drinking water and
keep consumers away from biologically contaminated drinking water. According to the current national standard,
microbial detection of drinking water includes only 4 conventional and 2 nonconventional microbiological indexes,
which covers only a small part of detection indexes, requires long time, has complicated operation steps, etc. It can
hardly meet the actual needs of biological contamination monitoring in drinking. Therefore, this paper mainly focuses
on the review, comparison and discussion of rapid detection and screening technologies of biological contaminations

in drinking water, such as microbial test slip, ATP bioassay, flow cytometry, PCR detection, nucleic acid isothermal
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amplification, gene chip detection, high throughput sequencing and so on, in order to provide a suitable technical

reference for rapid detection and screening of biological contaminations in drinking water.

KEY WORDS: drinking water, biological contaminations, detection technology, review and comparison
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