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Molecular typing by pulsed-field gel electrophoresis and drug resistance of
Salmonella enteritidis and Salmonella derby in Yunnan province

TIAN Yun-Ping, REN Xiang, ZOU Yan-Qiu-Shuo, TANG Xiao-Zhao"

(Yunnan Center for Disease Control and Prevention, Kunming 650022, China)

ABSTRACT: Objective To investigate pulse field gel electrophoresis molecular typing and drug resistance of the
most isolated salmonella enteritidis in patients and sa/monella derby in food in Yunnan province. Methods Molecular
typing of salmonella PFGE was performed by reference to Pulse Net China. Analyze the minimum inhibitory
concentration (MIC) value of the drug-resistant plate, and obtain the S, I, R and according to the corresponding
standards of the Clinical and Laboratory Standard Institute (CLSI). Results The 56 strains of salmonella enteritidis
showed 11 PFGE bands and 4 dominant bands, with the highest resistance to ampicillin (57.14%) and the most sensitive
to imipenem (57.14%). The 27 strains of salmonella delby showed 25 PFGE types, with the highest drug resistance to
sulfonamide compound (64.29%) and the most sensitive to imipenem. Conclusion The molecular classification of
Salmonella enteritidis has obvious dominant band type, and the drug resistance rate of Salmonella enteritidis to
ampicillin is the highest in this area. The molecular types of Salmonella derby showed diverse distribution, and
compound sulfanilamide was the most resistant antibiotic to Salmonella derby. Both Salmonella enteritidis and

Salmonella derby are most sensitive to imipenem.
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Cluster analysis and drug resistance spectra of 56 strains of Sa/monella enteritidis
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Fig.2 Cluster analysis and Drug resistance spectra of 27 strains of Salmonella derby
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