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ABSTRACT: Objective To establish a cascade amplification method combining DNAzyme with molecular
beacon-cleavage-release, optimize the reaction conditions, and quantitatively detect DNAzyme. Methods Four
optimization conditions were selected, including metal ion species, metal ion concentration, pH and reaction time. A
standard curve was established under optimal conditions to detect DNAzymes. Results The optimal reaction
conditions for this method were: Mg®* metal ion catalytic reaction, Mg?" concentration of 10 mmol/L, pH of 9.5, and
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Fig.l1 Schematic diagram of DNAzyme-molecular beacon method
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Table 1 The sequence of DNA
ZF FF31(5'03")
DNAzyme CATCTCTTCTCCGAGCCGGTCGAAATAGTTGGT
MBI FAM-CCACCATCACCAACTAT(A)Xr*GGAAGAGATGTTTGGTGG-BHQ1
MB2 FAM-CCACCATCACCAACTATAGGAAGAGATGTTTGGTGG-BHQ1

TE: IR L 1
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Table 2 Reaction system
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Fig.2 Feasibility analysis of DNAzyme-molecular beacon method
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