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Study on sea cucumber samples based on proteomics
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ABSTRACT: With the continuous improvement of people’s material living standards, the safety of sea treasures with
high nutritional value has received much attention. Sea cucumber is an echinoderma belonging to Holothuroidea. 1t
has been reported that sea cucumber and ginseng have similar medicinal properties and has become a valuable
ingredient in Asian countries such as China and Japan. Proteomics is one of the hot research areas in the post-genome
era. Two-dimensional gel electrophoresis, high performance liquid chromatography, capillary electrophoresis and its
combination with mass spectrometry have been successfully applied to proteome separation and identification. At
present, the study of sea cucumber samples by proteomics is mainly focused on the effects of sea cucumber seedlings,
culture and processing techniques on the structure and quality of sea cucumber, and basic research on disease control.
But there were few reports about proteomics used to study the differences of sea cucumber production area and
culture mode. In this paper, the current status of sea cucumber and the extraction, enzymatic hydrolysis, protein
identification and quantitative analysis of sea cucumber are summarized, which lays a foundation for the research of
breeding, propagation and disease of sea cucumber.
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