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Identification of the true and false of Cognac brandy based on
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ABSTRACT: Objective To establish a method for the identification of the true and false of Cognac brandy based
on foodomics technology. Methods Brandy samples were filtered through 0.45 um membrane and the data were
collected under Full MS/dd MS2 scanning mode of high resolution mass spectrometry. Principal component analysis
(PCA) and difference analysis were performed on the sample data by Compound Discoverer 3.0, and the compounds
in Cognac brandy were retrieved and identified by mzCloud network data. Results The results of PCA indicated
that true and false Cognac brandy samples were clearly distinguished as well as the different grades of the same
brand. Based on the accurate mass of the parent ion of the differential compound, the parent ion isotope composition
and the secondary mass spectrometry information, 19 compounds were identified, and these compounds were
different in the true and false wine samples. Conclusion The method is simple, rapid and accurate, which provides
references for the identification of Cognac brandy and its components.
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