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ABSTRACT: Lactic acid bacteria is a general term for a group of gram-positive bacteria or cocci that can ferment
lactose or glucose to produce large amounts of lactic acid. Applying lactic acid bacteria to foods has the effect of
improving its nutritional value, improving food flavor, inhibiting the growth of spoilage bacteria in foods, and
prolonging the shelf life of foods. Because of its unique physiological characteristics, the researches on lactic acid
bacteria have been increasing in recent years. This paper mainly discussed the classification and identification
technology of lactic acid bacteria, introduced the advantages and disadvantages of traditional identification method
and molecular biological identification method and the application of lactic acid bacteria in food industry (dairy
products, meat products, fruits and vegetables products, and food preservation), so as to provide references for the
improvement of the identification efficiency of lactic acid bacteria and the further application of lactic acid bacteria in
food industry, feed production and clinical treatment.
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