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Detection of transgenic soybean by visible membrane chip

ZU Xin*, XU Yi-Fei, LI Yu-Fei, Duan Peng, FAN Peng-Fei, YANG Tao-Li-Wei

(Gansu Province Food Inspection Institute, Lanzhou 730030, China)

ABSTRACT: Objective To investigate the detection ability of visible membrane chip technology for transgenic
soybean and its products, and to verify the sensitivity and feasibility of this technology. Methods The transgenic
soybean and its products were detected by visual membrane chip, and the real-time fluorescent PCR method required
by industry standard was used to verify the results. Results The technology had the ability to identify typical
exogenous gene fragments and could be used to detect transgenic components in soybean and the products. The limit
of detection for this method was 0.1%. The results of comparison and verification of actual samples were consistent
with those of industry standard fluorescent PCR. Conclusion This technology is convenient, intuitive and accurate,
which can be used for rapid screening and identification of genetically modified ingredients in soybean and the
products.
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Fig.l Detection of nucleic acid purity
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Fig.2 Detection of nucleic acid concentration
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Table 1 The sensitive detection result
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Table 2 Primer sequence
s 2! 2R ¥4
Lectin Lectin-1E [1] 54 5'-CCTCCTCGGGAAAGTTACAA-3'

Lectin-J& [115 |4
Lectin-#R%f
CaMV35S CaMV35S-1E [ 54
CaMV35S-Ji [ 519
CaMV35S-¥54f
NOS NOS-IE 1154
NOS-J [ 514
NOS-#R4F
CP4-EPSPS CP4-EPSPS-IE [ 519
CP4-EPSPS-J% [i1] 5| #)

CP4-EPSPS-#54}

5'-GGGCATAGAAGGTGAAGTT-3'
5'-CCCTCGTCTCTTGGTCGCGCCCTCT-3'
5'-CGACAGTGGTCCCAAAGA-3'
5'-AAGACGTGGTTGGAACGTCTTC-3'
5'-TGGACCCCCACCCACGAGGAGCATC-3'
5'-ATCGTTCAAACATTTGGCA-3'
5'-ATTGCGGGACTCTAATCATA-3'
5'-CATCGCAAGACCGGCAACAGG-3'
5'-CCGACGCCGATCACCTA-3'
5'-GATGCCGGGCGTGTTGAG-3'

5'-CCGCGTGCCGATGGCCTCCGCA-3'
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Fig.4 FQ-PCR amplification plot
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