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Surveillance on antibiotic resistance of food-borne Staphylococcus aureus
in Beijing from 2015 to 2018
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ABSTRACT: Objective To investigate the trend of antibiotic resistance and antibiotic resistance spectrum of
foodborne Staphylococcus aureus in Beijing. Methods Totally 103 Staphylococcus aureus stains isolated form
foodborne pathogenic bacteria monitoring network in Beijing from 2015-2018 were tested against 11 commonly used
antibiotics using broth micro-dilution method recommended by CLSI. Results The 102 strains of 103 strains of
Staphylococcus aureus showed resistance to at least 1 antibiotic. Resistance rates to penicillin, erythrocin and
clindamycin ranked in the top three, among which penicillin had the highest resistance rate (99.0%), 8
methicillin-resistant Staphylococcus aureus strains were detected, accounting for 7.8%, vancomycin-resistant strains
were not found. A total of 45.6%(47/103)of them were identified as multiple antibiotic resistance strains and were
resistant to as much as 7 classes of antibiotics. There were 26 antibiotic resistance spectrums with penicillin,

penicillin-erythrocin-clindamycin-trimethoprim-sulfamethoxazole-gentamicin and penicillin-erythrocin as the top
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three spectrums. Conclusion From 2015 to 2018, the overall level of drug resistance of foodborne staphylococcus

aureus in Beijing is relatively high, and the situation of multiple drug resistance is serious, and MRSA strain appears,

so the monitoring of drug resistance of foodborne staphylococcus aureus in Beijing should be further strengthened.

KEY WORDS: foodborne Staphylococcus aureus; antibiotics resistance; multiple antibiotics resistance; antibiotic

resistance spectrum

—
w
il

4> % {6,725 B 14 (Staphylococcus  aureus)) 32 70 4ii T
FRFE D, Bl m RSy hER LERmEz 1, &
A 20%~25% 0 4l B £ W Hh B R Hh 4 B (A
BRI G R, & e Ak b e 2, K28
MR R M2y, EE R T ZEHM 2wk, &
e AT Ly R e R 1 S 3 I e ke el T VAT I (1T S
RIAT LUE 2 ) REAR R BN, DT £ 48 4 F A\ e ft B
U™ e o TR I 2 N 24 4 (4 B R TR AR 1) 3
B 25 S BIHZ R 5 | & B IR 0R IR YT i

R TRl T R U R 2 BR A 10 T 24 i i
A, APFFERIXT 2015-2018 4FEJb 5T £ P 0w #
T P28 43 B R 14 103 B AR 4 B 60 3 A 2R o EA T 240
G3HTe DAEERIE ARG BT T SR M 4 0 (R A R R Y T 24
TERITT 25 a5, Rim IR A A IRAL S RIS, B
T 2P i i — 25

2 MHEREE

2.1 EHEKIE

AFFE AT 103 #54 # A A BRI 8 2015-2018 4F
Al T B VR B0 A 0 AR £ A B bR . R TR
B 2 A % e AR A 4 B (R R BRI
22 FEMUEH

VITEK 2 Compact A=fLSE5EAL . VITEK 3 B {3 (7%
BioMerieux 2\ f]); Milli-Q 25§ F /K &4t (3£ E Millipore 24
F]); MSC-ADRANTAGE A% 446 (35 [ Thermal A F);
(36 + 1) °CIE RIS F4H (25 H SANYO 24 H).
23 FERF

B35 BE IO B ORI Ry (AL 5t Bl B BRI 03 A BR 2
H)); Vitek 2 H5>% FAPEAH P % E (5 F BioMerieux A H]);
L RPHTE RO A 258 . MH A% . AR RS (L
1R BRA A,
24 MImERMAE

W AE RHG: % F (penicillin, PEN, HHHEZE,
0.06~4 pg/mL) . 7K MK PG Hk (oxacillin, OXA, 7 % % 2%,
0.25~16 pg/mL), #I% % (erythrocin, ERY, JKFFPEEZK,
0.25~16 pg/mL)., 3EAk%E Z (clindamycin, CLI, k]2 %%,

0.125~8 pg/mL) . AP (ciprofloxacin, CIP, RIS,
0.125~8 pg/mL) . ik ¥E % # (daptomycin, DAP, figJik 2§,
0.125~8 ug/mL) ., & J7#1i#iH (trimethoprim-sulfamethoxazole,
SXT, T e 2%, 0.125/2.3~8/152 pg/mL) . H 1 & &
(vancomycin, VAN, #§fkZ%, 0.5~32 pg/mL). MWK E
(tetracycline, TET, PUIFEZE, 0.5~32 ng /mL), HEER
(chloramphenicol, CHL, KNS, 1~64 pg/mL)., KR KER
(gentamicin, GEN, ZJEMIIKE, 1~64 pg/mL)( 24
WEARABRAF).
2.5 ERFURMNRK

R VR B T 5 e 2 B I 6 ) 4 9 6
2 BR B 1) e /N0 T8 & B (minimal inhibitory concentration,
MIC), ffi FH—W IR, AR5 %E F RN
KR, RILREFNT BHA AR 37 Cid i R5 8 7, PRBCa
7%, BRI AP BHA A 37 °Cil 572tk . PRIk
ABEE YA E 3 mL TR, TG 0.5 Z IR
PR, IR AR 60 L =54 12 mL MH %, 1R
51, SRIGEIA VBTG REN, #7858 100 pL/ALIN 2= 2580k 4,
[FI A5 B . BHMEXT BRAL, & TIEIRIEFRAEN 37 CHE
18~20 ho [FEHE BT TR AR A TAH R B A0 3R . BT AR R A
S A SR AF I 4 ¥ (R A BRI (AT CC 29213),
2.6 ZERFIE

M 25 I It IR 52 56 25 A 1fE 4k 25 5t 23 (Clinical and
Laboratory Standards Institute, CLST)AYAHR bR XS B4 2
BRI 2 A T S [RIEhE L DLR AR A KX R
LR A R A K, A BTG AE K, B R
PR MIC {EAERLE MBI, HIWGS SR #3Z.

3 HREHR

3.1 £EEFHKEN 11 MiTE SRS
103 B W EOMEBRE /B 11 Rk R 82
MK, MEALE R EoR, BA 1 MREX IEE 285 R U,
b 1.0%, HA 102 MREixt 24 1 fhddt R 2 WA RFEER
{2, 5 99.0%. HrXfH&ERNMAREE, H 99.0%,
HRRINA TR 59.2%. 5k R 31.1%. &I
23.3%. WUREK 22.3%. RARER 194%. FRIA 7.9%.
HWETEIR 7.8% . ST 5.9%. KHLHEE 1.9%, BRI
FTHBERMZYFK, LRI 1,



%7 O, 4520152018 b mt T & M: 4 o (0 A BR T 25 140 BT 1823

®1 103 REHRBHEEHKEI 11 MIEFZHBENAER
Table 1 Antimicrobial susceptibility testing results for 103
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Fig.1 Multiple antibiotic resistance rate of food-borne
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