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Research progress on detection technology of genetically modified
ingredients in soybean and processed foods
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ABSTRACT: With the genetic engineering technology maturing into the field of edible agricultural products, a
variety of genetically modified foods have emerged. At present, many countries, including China, have established a
genetically modified food labeling management system to protect consumers' right to know and to choose. Scientific
and effective genetically modified food testing technology is the premise for realizing the management of genetically
modified products in China. Due to the diverse composition and complex matrix of genetically modified foods, the
detection technology of genetically modified ingredients for primary agricultural products is not fully applicable to
industrial processed foods, especially deep processed foods. This puts new requirements on food regulatory and
technical testing departments. This paper introduced the current detection technologies of genetically modified
components in several major foods according to the different classifications of technical principles. In addition to
introducing the technical methods that had been matured and applied, this paper also introduced several new
technologies newly developed by domestic scholars, in order to provide important reference for researchers to further
develop new technologies.
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