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Serotype identification and drug resistance detection of
Salmonella isolated from raw beef
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ABSTRACT: Objective To investigate the serotype and drug resistance of Salmonella isolated from raw beef in
Xinjiang. Methods The serotype was detected by the Salmonella assay kit, and the drug resistance of the isolated
strain was detected by the broth dilution method. Results The 28 strains of Sa/monella were isolated from raw beef
samples, and 11 kinds of serotypes were identified. The 5 dominant serotypes were S.london (17.9%), S. derby
(10.7%), S. typhi (10.7%), S. paratyphia (10.7%) and S.agona (10.7%), respectively. The antimicrobial susceptibility
of Salmonella to 10 kinds drugs was showed as follows: the highest drug resistance to trimethoprim (100%), followed
by chloramphenicol (92.5%), tetracycline (75%); the lowest drug resistance to florfenicol (7.1%). All the strains were
resistant to 2 or more antibiotics. Conclusion There is a certain pathogenicity for Sa/monella isolated from raw
beef in Xinjiang, and the drug resistance is serious.
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Table 1 MICs results criterion of antimicrobial agents and
quality control range of ATCC25922
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R R
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H 4N IE TMP 0.5~2 <8 - =512
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HEHES - - - _
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Table 2 Serotypes distribution of Salmonella from raw beef
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Table 4 Multi-drug resistance results of Salmonella
from raw beef
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W RS TTER (S.enteritidis) 2 7.1 TEH 1 3.6(1/28)
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Table 3 Drug resistance rate of Salmonella from raw beef
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