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Adulteration identification of salmon and institutional preventive measures
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ABSTRACT: Objective To establish a method for adulteration identification of salmon and establish the DNA
sequence reserve database, and raise the preventive measures and suggestions on adulterated behavior. Methods
The brief identification key of salmon was made. The features and different stages of common salmons were
compared, and common salmon products were sensory compared. Meanwhile according to the corresponding primers
and detection method, the DNA sequence reserve database was established. Aiming at possibly adulteration of
salmons, the DNA determination was implemented, and the sequence obtained and the sequence in gene pool was
compared. Results Sensory identification could not be used to determine whether salmon was adulterated or not. It
was necessary to combine DNA detection method to realize rapid identification. Conclusion This method can
quickly identify the sensory and DNA adulteration of salmon, provide theoretical basis for the inspection of salmon,
and promote the healthy development of salmon processing industry.
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EHER COl LR A B
cctctattta gtatttggtg cctgagecgg gatagtagge accgecctta

gtctactgat tcgggcagaa ctaagccage cgggegett tctaggggat
gaccagatct ataacgtgat cgtcacagcc catgecttcg ttatgatttt ctttatagtt
atgccgatta tgatcggagg ctttggaaac tgattaattc  ccctaatgat
cggggecect  gatatggecat  tccctcgaat aaataacata  agcttctgac
teccttccace  atcctttctc  ctectectat  cttectetgg agttgaagece
ggagcetggea ccgggtgaac agtctaccce cctctggecg  geaacctage
ccacgcagga gcctcagttg atctgacgat cttctcectt  catttagecg
ggatctccte aattttagga gcecattaatt ttattactac cattattaac ataaaaccce
cggcetatctc  tcagtaccaa  accccacttt  ttgtttgage  tgtactagtt
actgctgtcc  ttctactact  ctccectcece  gttctggeag — caggcattac
tatgttactc acggaccgaa atctaaacac cactttcttt gacccggeag

geggggegaga tecattttta taccaccacc te

HREERY COI FER F Beh:

tttggtgcct gagecgggat agtaggeacce gecctaagte tactgattcg
agcagaactg agccagecgg gcegcetettct aggggatgat cagatttaca
acgtaatcgt cacagcccat gecttcgtta tgattttctt tatagtcatg ccgattatga
tcggaggcett tggaaactga ttaatccccc  taatgatcgg agcccctgat
atggcattcc ctcgaataaa taacataagc ttctgactcc  ttccgccate
ctttctccte  ctectatctt  cctctggagt  tgaageeggg  getggceaccg
ggtgaacagt ttatcccect ctggecggea acctcgecca cgceaggagece
tcagttgatc tgactatctt ctcccttcat ttagecggga tetcctcaat tttaggagece
attaatttta  ttacgaccat tattaacata aagcccccag — ctatctctca
gtaccaaacc ccactttttg tttgagetgt gctagtcact getgttctte tactactcte
tctcceegtt  ctggecagecag  geattactat  gttacttaca  gaccgaaatc
taaacaccac tttctttgac ccggeaggeg ggggagatce aattttatac ¢

#1535 4510-20

REES . FETEIRARRES, WK, FiEK10-16, RRKATEHE
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BRI £ ] M AG 3R 2%

Brief search table for salmons
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Table 1 Features comparison and different stages of common salmons
L& PLT XA FERE BRI BRI 208
BISE O, FWRMRE, &
T O.tshawytscha(Walbaum) H A
. FUB AR, HE/NGER, g
i O .kisutch(Walbaum) R RN, R
FE A, FRARBIREA,
4
o1 fif: O.nerka(Walbaum) R 4
FE A A, ARERA, R
e £ . ’ ’
KIFR O.keta(Walbaum) s, BHER 3h
o FIAGS T, A FROEATRE, 75
BEAE KRG f 0.gorbuscha(Walbaum) HHEA, B
i A s “XHY
VG P fe S.salar B A é?ﬁ e
KR
®2 BENMMBE~RERERRELR
Table 2 Sensory comparison of common salmon products (removing the skin and thorn)
A P T XA FHRHIE
JRIEOR, WBTRE, SR
T O.tshawytscha(Walbaum) — 4F, SCHAH%, LGB NEHE,
ARRERAE A BUAIE, A= B dnedd:
: AR T4, R BN, PR
e O .kisutch(Walbaum) BPER . 21 (el 4
BUEGELL, PFURE, WIER
21 fif: 0.nerka(Walbaum) . SO, Al
PG e L RS
KRR 1 0.keta(Walbaum) BOK, gL, R
R, B A X 2
PR, N BAHXTFARL, 53
(r‘-»;‘ l]%— .
A DN LNl 0.gorbuscha(Walbaum) WX 2
AL, BRI R
KVG VA S.salar A3, ARX TR PR BRI £ P 5

NE# . A, A E iR
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cctgetgttc  cttcacgaaa cagggtctaa taacccagca gggattaact

ccgatgecga  taaaatctcg  ttccaccctt  acttctcata  caaagacctc
ctggggttcg  tagccatact  tcttggtcta  acatccttag  ccctttttge
accaaacctc ctgggagacc cagacaattt tacgcccgec aacccgetgg
ttactccacc  tcatatcaaa ccagagtgat acttcctttt  cgcttacgce
atcttacgct  ccatccccaa  caagctagge  ggagtactcg  cecttttgtt
ctcgatcctc  atccttatgg  ttgtccctat  cttacacacg  tctaaacaac
gagggctgac  ctttcgacca ctaacccaat  ftcttattttg  ggccttagtg

gcagatatac tcatcctcac ctgaatcggg ggcatacccg tagaacatcc
gttcattatt atcggccaag ttgecteegt aatctactte accatcttee tagtgetttc
tccettagee ggetgggccg aaaataaage cctccaatga gectgec

Hfit i) COl KA i Be Ay

atagtcggca ccgecctaag cctactgatt cgggcagaac taagecagece
aggcegcetett  ctaggagatg accagatcta taacgtaatc  gtcacagccc
atgccttegt tatgattttc tttatagtca taccaattat aatcggagga tttggaaact
gattaatccc  tctaataatc ggagcccccg atatggceatt  cccacgaata
aataacataa gcttctgact ccteccccecc tegtttetee tectectate ttcatctgga
gttgaagecg gegetggtac cggatgaaca  gtttatccce  ctetggeegg

aaaccttgcc  cacgegggag  cctetgttga  cttaaccatc  ttetcectte
atttagctgg aatttcctca attttaggag ccattaattt tatcacaacc attattaata
tgaagcccce  agcecatctct  cagtaccaga  ccccactttt  tgtttgagcet
gtgctaatca  ctgetgtact  tctactactt  tccctacccg  tectagcage
aggcattact  atgttactta  ctgaccgaaa  ftttaaacacc  actttctttg
acccggeagg cgggggagat  ccgattttat  accaacacct - cttttggttc
ttcggacacc cagaggtata  tattcttatc  ctcccagget  tcggtataat
ttcacatatc  gttgcatact actccggcaa aaaagaacca ttcgggtata
taggaatagt ttgagctata atagccatcg ggttactggg  gtttatcgtt

tgagcccacc acatgttcac tgtcggaata gacgtggaca ctegtgecta ¢
Bk ity CON LA A BN
cctctattta gtatttggtg cctgagecgg gatagtagge accgecctaa
gcctactaat  tcgggcagaa ctaagccage caggcegcetet tctagggaat
gaccagatct ataacgtaat cgttacagcc catgecttcg ttatgatttt ctttatagtc

ataccaatta taatcggagg ctttggaaac tgattaatcc  ccctaatgat
cggggeacca gatatagcat ttccacgaat aaacaacata agcttctgac
tcctacccee  atectteetc  ctectecttt  cttcatetgg agtcgaagcece
ggegetggta  ccggatggac  agtttatcce  cctctagecg  ggaaccttge
ccacgcagga  gcatccgtcg  acttgactat  cttctcectt  catttagetg
gaatctcatc  aattttaggg  gccattaatt  ttattacgac  cattatcaac
ataaaaccac cggcaatctc tcagtaccaa accccacttt ttgtttgage
tgtgctaatc  actgctgtac  ttctactact  atccctcece  gttctggeag
caggtatcac  tatgttgctc acggaccgaa  atttaaacac  tactttcttt

gacccagegg ggggeggaga tecaatttta taccaacacc te

AT HEYF T2 S PRI AR TS, B
WAAZH) COl JFH FAEA 651 bp, A 631 bp, LLfdA
557 bp, FufAy 831 bp, KfEAT 652 bp. A5 KM, Tk
LR R LRI, SR L RRIT.

4 HiL51R
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WA . il 2 B RSB R I B AR Y, IR
Hopb A% e infa 2 p o im 1, Bag, SR s
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Ik PR 38 FH PR £ A R 50 B T, il e A Y 5|

Wy FURSE I D5 0k, X AT RE K AR 4B A AR YRR I £ 5K it
DNA 6, K45 2 04 e 51 55 JE DR ) PP 91 1A T EE X, %o b
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LU WARTIR TR 95 g ol v oo N P AN e
SRR | Tk, RIS IO AG I 2 B, A2
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