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Research progress on biosynthesis, regulating mechanisms and control
technologies of patulin
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ABSTRACT: Patulin is a kind of secondary metabolites of fungi, with acute and chronic toxicity to human and
animals. It is one of the most important mycotoxins contaminating fruits and their processed products. Contamination
of patulin in food is a global problem, and attracts worldwide attention. Now, more than 100 countries and regions
have defined the maximum content of patulin in processed fruit products, such as apple juice, and so on. Patulin is
mainly produced by some fungal species from genera of Penicillium, Aspergillus, Paecilomyces, and Byssochlamys.
Among them, Penicillium expansum is the most important patulin producer in food industry, therefore becomes the
model material by worldwide scientists for studying patulin biosynthesis and involved regulating mechanisms. In
recent years, more and more attentions have been paid to the problem of food safety, and contamination of

mycotoxins in fruits and processed products has been a hot topic. This review mainly described the advances in
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researches about patulin biosynthetic pathway, molecular basis, molecular regulating mechanisms, and control

technologies, meanwhile the future researches on patulin were suggested as well.

KEY WORDS: fruits and processed products; mycotoxin; Penicillium; molecular basis; biodegradation
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Fig. 2 Patulin gene cluster in Penicillium expansum
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Table 1 Yeast species with biodegradation ability on patulin

T4 Wfd 1) 27 SCHk
Candida guilliermondii ascladiol [38]
Kodameae ohmeri ascladiol [39]
Pichia caribbica PNl [40]
Pichia ohmeri ARH [41]
Rhodosporidium kratochvilovae DPA [42]
Rhodosporidium paludigenum DPA [43]
Saccharomyces cerevisiae ascladiol [44]
Sporobolomycessp DPA #il ascladiol [45]
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