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Application of Jena fluor escence quantitative PCR in the detection of
genetically modified feed
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ABSTRACT: Objective To optimize the detection conditions of Jena fluorescent quantitative PCR for detection of
genetically modified feed. Method Using the corn gluten meal samples with known genetically modified strains, 2
brands of Premix solutions, 8-Tube Strip and different reaction procedures were selected to perform C, value
comparison to obtain the best detection scheme. Results The optimum detection scheme was as follows: Takara
Premix solution, LightCycler 8-Tube Strips (white) and 95 C 30 s, 95 C 5 s~60 C 30 s for 40 cycles, and trace
amounts of genetically modified components in feed products could be detected. Conclusion The detection result
of the genetically modified components in feed detected by Jena fluorescent quantitative PCR is reliable, which is
suitable for the detection of genetically modified components in feed.
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Fig. 1 Ct values of 2 different Premix solution reaction systems after PCR amplification
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Fig.2 Ct values of 2 different 8-tube strips reaction systems after PCR amplification
A FG, OPTICAL CAP (8 CAPS/STRIPS) ;B LightCycler 8-Tube Strips
A
100
751 BRI Ctff28.91
‘ ~
g 50 -
=l
KA Ctii36.38
25 N
0 e J/\\
T T T T T T T T
5 10 15 20 25 30 35 40
. ), I‘ DA o
B2y FKE A CHE38.52
3 PCR PCR Ct

Fig. 3 Ct values of 2 different PCR reactions systems after PCR amplification
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Fig. 3 Ct values of 2 different PCR reactions systems after PCR amplification
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