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Microbial research on black tea: the community composition and food
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ABSTRACT: Microorganism in the process of pile-fermentation (or Fahua-fermentation) which form the main

quality of dark tea come from natural environment, and there are great differences in microbial diversity in different

areas of dark tea. This article summarized several international research results of the microbial diversity in dark tea

recently, microbial community and safety analysis in order to discuss on the microbial community characteristics of

dark tea. The results showed that, Aspergillus, Penicillium and Eurotium mainly composed of microbial communities

in dark tea. Aspergillus fungi presented in all aspects of the dark tea processing, and Penicillium fungi was rarely

found during the beginning of pile fermentation process, but widespread in storage. The sample of Pu-er tea in pile

fermentation were investigated by metagenomic technology, which found that bacteria was the main part of microbial,

so it was necessary to further study on the relationship of bacteria and the quality of Pu-er tea, especially its

functional components. The health risk of foodborne bacteriotoxin in dark tea products was rarely. Although there

were a large number of fungi, mycotoxin was detected rarely in dark tea which was stored safely, so there was no
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need to worry about drinking dark tea produced by regular manufacturers.

KEY WORDS: Fu Brick tea; Kang Brick tea; Pu-Er tea; Liupao tea; microbes
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Table3 Resultsof microbial diversities during the storage of dark tea
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