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| dentification methods of lactic acid bacteria in food test

JIANG Bo, FANG Rui, LIU Dong-Ling, LIU Hao, YANG Mei-Cheng’

(Shanghai Institute for Food and Drug Control, Shanghai 201203, China)

ABSTRACT: Objective To evaluate the identification methods of lactic acid bacteria in GB 4789 Food
Microbiological Examination. Methods Ten strains including 5 strains of Bifidobacterium spp., 4 strains of
Lactobacillus spp. and 1 strain of Streptococcus spp. were identified by conventional biochemical tests of the national
food safety standard, API biochemical system, 16S rRNA sequence analysis and RiboPrinter automatic
microbiological gene fingerprint system, respectively. Results Conventional biochemical tests of the standard
identified strains with good results of Bifidobacterium and Streptococcus rather than Lactobacillus. API identified
strains to the genus level. Both 16S rRNA and RiboPrinter identified strains to the species level and classified
Bifidobacterium infantis as Bifidobacterium longum subsp. infantis. Conclusion Molecular method is proposed as a
complementary method for identification of lactic acid bacteria in GB 4789. Meanwhile, name and classification of
the strains in GB 4789 should be updated timely and accurately.
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GB 4789.35-201001% CICC 6226 «
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A [CICC 6070]; B: [CICC 6063]; C: [CICC 6074]

A: Bifidobacterium adolescentis[CICC 6070]; B: Streptococcus thermophilus[CICC 6063];
C: Lactobacillus acidophilus[CICC 6074]

1
Fig.1 Microscopic morphology
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Tablel Biochemical results of Lactobacillus
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Table4 Identification results of lactic acid bacteria (API, 16SrRNA and Riboprinter)
API 16S rRNA Riboprinter
% %

GIM1.159 99.8 Lactobacillus casei 99 L"c”’b“c”i’fsec;’”" subsp. 0.88
CICC6047 96.2 Lactobacilf:l;izilxzseckii subsp. 99 Lact;;l;c;il?jészl;’z:ckii 0.89
CICC6074 1 98.3 Lactobacillus acidophilus 99 Lactobacillus acidophilus 0.84

CICC6226 1 97.3 Lactobacillus reuteri 99 / /
CICC6063 99.2 Streptococcus thermophilus 99 Streptococcus thermophilus 0.88
CICC6071 99.8 Bifidobacterium bifidum 99 Bifidobacterium bifidum 0.90
CICC6069 1 99.8 Biﬁdobacte::};nnl;:gum subsp. 99 Biﬁd(s)lljgsc;.e};l;;nnl;:gum 0.94
CICC6068 1 99.4 Bifidobacterium longum 100 Bifidobacterium longum 0.95
CICC6079 1 91.2 Bifidobacterium breve 99 Bifidobacterium breve 0.95
CICC6070 1 98.4  Bifidobacterium adolescentis 99 Bifidobacterium 0.85

adolescentis
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